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aacccacacg tccacgtgat tggggaggac gcagcgtgca tcgcctacat ccgcctcacc 1200 

cagtacatcg acgggcaggg tcggcctcgc accagccagt cagaagagac ccgggtctgg 1260 

caccgtcggg atggcaagtg gctcaatgtc cactatcact gctcaggggc ccctgccgca 1320 

ccgctgcagt gagctcagcc acaggggctt taggagattc cagccggagg tccaaccttc 1380 

gcagccagtg gctctggagg gcctgagtga cagcggcagt cctgtttgtt tgaggtttaa 1440 

aacaattcaa ttacaaaagc ggcagcagcc aatgcacgcc cctgcatgca gccctcccgc 1500 

ccgcccttcg tgtctgtctc tgctgtaccg aggtgttttt tacatttaag aaaaaaaaaa 1560 

aagaaaaaaa gattgttt 1578 

<210> 2 

<211> 2169 

<212> DNA 

<213> Homo sapiens 

<400> 2 

ccgcctccga gtgccttgcg cggacctgag ctggagatgc tggccgggct accgacgtca 60 

gaccccgggc gcctcatcac ggacccgcgc agcggccgca cctacctcaa aggccgcttg 120 

ttgggcaagg ggggcttcgc ccgctgctac gaggccactg acacagagac tggcagcgcc 180 

tacgctgtca aagtcatccc gcagagccgc gtcgccaagc cgcatcagcg cgagaagatc 240 

ctaaatgaga ttgagctgca ccgagacctg cagcaccgcc acatcgtgcg tttttcgcac 300 

cactttgagg acgctgacaa catctacatt ttcttggagc tctgcagccg aaagtccctg 360 

gcccacatct ggaaggcccg gcacaccctg ttggagccag aagtgcgcta ctacctgcgg 420 

cagatccttt ctggcctcaa gtacttgcac cagcgcggca tcttgcaccg ggacctcaag 480 

ttgggaaatt ttttcatcac tgagaacatg gaactgaagg tgggggattt tgggctggca 540 

gcccggttgg agcctccgga gcagaggaag aagaccatct gtggcacccc caactatgtg 600 

gctccagaag tgctgctgag acagggccac ggccctgaag cggatgtatg gtcactgggc 660 

tgtgtcatgt acacgctgct ctgcgggagc cctccctttg agacggctga cctgaaggag 720 

acgtaccgct gcatcaagca ggttcactac acgctgcctg ccagcctctc actgcctgcc 780 

cggcagctcc tggccgccat ccttcgggcc tcaccccgag accgcccctc tattgaccag 840 

atcctgcgcc atgacttctt taccaagggc tacacccccg atcgactccc tatcagcagc 900 

tgcgtgacag tcccagacct gacacccccc aacccagcta ggagtctgtt tgccaaagtt 960 

accaagagcc tctttggcag aaagaagaag agtaagaatc atgcccagga gagggatgag 1020 

gtctccggtt tggtgagcgg cctcatgcgc acatccgttg gccatcagga tgccaggcca 1080 

gaggctccag cagcttctgg cccagcccct gtcagcctgg tagagacagc acctgaagac 1140 

agctcacccc gtgggacact ggcaagcagt ggagatggat ttgaagaagg tctgactgtg 1200 
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<210> 3 

<211> 2942 

<212> DNA 

<213> Homo sapiens 

<400> 3 
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agagaggagt 


cagagccata 


actcaatcac 


tcagcccctc 
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<210> 4 

<211> 3851 

<212> DNA 

<213> Homo sapiens 












<400> 4 
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ccgctgcact 


cgcggccggc 
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gatgcgggac 


cccggcgcgg 


ccgctccgct 


ttcgtccctg 


ggcctctgtg 


ccctggtgct 


120 


ggcgctgctg 


ggcgcactgt 


ccgcgggcgc 


cggggcgcag 


ccgtaccacg 


gagagaaggg 


180 


catctccgtg 


ccggaccacg 


gcttctgcca 


gcccatctcc 


atcccgctgt 


gcacggacat 


240 


cgcctacaac 


cagaccatcc 


tgcccaacct 


gctgggccac 


acgaaccaag 


aggacgcggg 
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cctcgaggtg 


caccagttct 


acccgctggt 


gaaggtgcag 


tgttctcccg 


aactccgctt 
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tttcttatgc 


tccatgtatg 


cgcccgtgtg 


caccgtgctc 


gatcaggcca 


tcccgccgtg 


420 


tcgttctctg 


tgcgagcgcg 


cccgccaggg ctgcgaggcg 


ctcatgaaca 


agttcggctt 


480 


ccagtggccc 


gagcggctgc 


gctgcgagaa 


cttcccggtg 


cacggtgcgg 


gcgagatctg 


540 


cgtgggccag 


aacacgtcgg 


acggctccgg 


gggcccaggc 


ggcggcccca 


ctgcctaccc 


600 


taccgcgccc 


tacctgccgg 


acctgccctt 


caccgcgctg 


cccccggggg 


cctcagatgg 


660 


cagggggcgt 


cccgccttcc 


ccttctcatg 


cccccgtcag 


ctcaaggtgc 


ccccgtacct 


720 


gggctaccgc 


ttcctgggtg 


agcgcgattg 


tggcgccccg 


tgcgaaccgg 


gccgtgccaa 


780 


cggcctgatg 


tactttaagg 


aggaggagag 


gcgcttcgcc 


cgcctctggg 


tgggcgtgtg 


840 


gtccgtgctg 


tgctgcgcct 


cgacgctctt 


taccgttctc 


acctacctgg 


tggacatgcg 


900 


gcgcttcagc 


tacccagagc 


ggcccatcat 


cttcctgtcg 


ggctgctact 


tcatggtggc 


960 


cgtggcgcac 


gtggccggct 


tccttctaga 


ggaccgcgcc 


gtgtgcgtgg 


agcgcttctc 


1020 


ggacgatggc 


taccgcacgg 


tggcgcaggg 


caccaagaag 


gagggctgca 


ccatcctctt 


1080 


catggtgctc 


tacttcttcg 


gcatggccag 


ctccatctgg 


tgggtcattc 


tgtctctcac 


1140 
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ttggttcctg 


gcggccggca 


tgaagtgggg 


ccacgaggcc 


atcgaggcca 


actcgcagta 


1200 


cttccacctg 


gccgcgtggg 


ccgtgcccgc 


cgtcaagacc 


atcactatcc 


tggccatggg 


1260 


ccaggtagac 


ggggacctgc 


tgagcggggt 


gtgctacgtt 


ggcctctcca 


gtgtggacgc 


1320 


gctgcggggc 


ttcgtgctgg 


cgcctctgtt 


cgtctacctc 


ttcataggca 


cgtccttctt 


1380 


gctggccggc 


ttcgtgtccc 


tcttccgtat 


ccgcaccatc 


atgaaacacg 


acggcaccaa 


1440 


gaccgagaag 


ctggagaagc 


tcatggtgcg 


catcggcgtc 


ttcagcgtgc 


tctacacagt 


1500 


gcccgccacc 


atcgtcctgg 


cctgctactt 


ctacgagcag 


gccttccgcg 


agcactggga 


1560 


gcgcacctgg 


ctcctgcaga 


cgtgcaagag 


ctatgccgtg 


ccctgcccgc 


ccggccactt 


1620 


cccgcccatg 


agccccgact 


tcaccgtctt 


catgatcaag 


tacctgatga 


ccatgatcgt 


1680 


cggcatcacc 


actggcttct 


ggatctggtc 


gggcaagacc 


ctgcagtcgt 


ggcgccgctt 


1740 


ctaccacaga 


cttagccaca 


gcagcaaggg 


ggagactgcg 


gtatgagccc 


cggcccctcc 


1800 


ccacctttcc 


caccccagcc 


ctcttgcaag 


aggagaggca 


cggtagggaa 


aagaactgct 


1860 


gggtgggggc 


ctgtttctgt 


aactttctcc 


ccctctactg 


agaagtgacc 


tggaagtgag 


1920 


aagttctttg 


cagatttggg 


gcgaggggtg 


atttggaaaa 


gaagacctgg 


gtggaaagcg 


1980 


gtttggatga 


aaagatttca 


ggcaaagact 


tgcaggaaga 


tgatgataac 


ggcgatgtga 


2040 


atcgtcaaag 


gtacgggcca 


gcttgtgcct 


aatagaaggt 


tgagaccagc 


agagactgct 


2100 


gtgagtttct 


cccggctccg 


aggctgaacg 


gggactgtga 


gcgatccccc 


tgctgcaggg 


2160 


cgagtggcct 


gtccagaccc 


ctgtgaggcc 


ccgggaaagg 


tacagccctg 


tctgcggtgg 


2220 


ctgctttgtt 


ggaaagaggg 


agggcctcct 


gcggtgtgct 


tgtcaagcag 


tggtcaaacc 


2280 


ataatctctt 


ttcactgggg 


ccaaactgga 


gcccagatgg 


gttaatttcc 


agggtcagac 


2340 


attacggtct 


ctcctcccct 


gccccctccc 


gcctgttttt 


cctcccgtac 


tgctttcagg 


2400 


tcttgtaaaa 


taagcatttg 


gaagtcttgg 


gaggcctgcc 


tgctagaatc 


ctaatgtgag 


2460 


gatgcaaaag 


aaatgatgat 


aacattttga 


gataaggcca 


aggagacgtg 


gagtaggtat 


2520 


ttttgctact 


ttttcatttt 


ctggggaagg 


caggaggcag 


aaagacgggt 


gttttatttg 


2580 


gtctaatacc 


ctgaaaagaa 


gtgatgactt 


gttgcttttc 


aaaacaggaa 


tgcatttttc 


2640 


cccttgtctt 


tgttgtaaga 


gacaaaagag 


gaaacaaaag 


tgtctccctg 


tggaaaggca 


2700 


taactgtgac 


gaaagcaact 


tttataggca 


aagcagcgca 


aatctgaggt 


ttcccgttgg 


2760 


ttgttaattt 


ggttgagata 


aacattcctt 


tttaaggaaa 


agtgaagagc 


agtgtgctgt 


2820 


cacacaccgt 


taagccagag 


gttctgactt 


cgctaaagga 


aatgtaagag 


gttttgttgt 


2880 


ctgttttaaa 


taaatttaat 


tcggaacaca 


tgatccaaca 


gactatgtta 


aaatattcag 


2940 


ggaaatctct 


cccttcattt 


actttttctt 


gctataagcc 


tatatttagg 


tttcttttct 


3000 
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atttttttct 


cccatttgga 


tcctttgagg 


taaaaaaaca 


taatgtcttc 


agcctcataa 


3060 


taaaggaaag 


ttaattaaaa 


aaaaaaagca 


aagagccatt 


ttgtcctgtt 


ttcttggttc 


3120 


catcaatctg 


tttattaaac 


atcatccata 


tgctgaccct 


gtctctgtgt 


ggttgggttg 


3180 


ggaggcgatc 


agcagatacc 


atagtgaacg 


aagaggaagg 


tttgaaccat 


gggccccatc 


3240 


tttaaagaaa 


gtcattaaaa 


gaaggtaaac 


ttcaaagtga 


ttctggagtt 


ctttgaaatg 


3300 


tgctggaaga 


cttaaattta 


ttaatcttaa 


atcatgtact 


ttttttctgt 


aatagaactc 


3360 


ggattctttt 


gcatgatggg 


gtaaagctta 


gcagagaatc 


atgggagcta 


acctttatcc 


3420 


cacctttgac 


actaccctcc 


aatcttgcaa 


cactatcctg 


tttctcagaa 


cagtttttaa 


3480 


atgccaatca 


tagagggtac 


tgtaaagtgt 


acaagttact 


ttatatatgt 


aatgttcact 


3540 


tgagtggaac 


tgctttttac 


attaaagtta 


aaatcgatct 


tgtgtttctt 


caaccttcaa 


3600 


aactatctca 


tctgtcagat 


ttttaaaact 


ccaacacagg 


ttttggcatc 


ttttgtgctg 


3660 


tatcttttaa 


gtgcatgtga 


aatttgtaaa 


atagagataa 


gtacagtatg 


tatattttgt 


3720 


aaatctccca 


tttttgtaag 


aaaatatata 


ttgtatttat 


acatttttac 


tttggatttt 


3780 


tgttttgttg 


gctttaaagg 


tctaccccac 


tttatcacat 


gtacagatca 


caaataaatt 


3840 


tttttaaata 


c 










3851 



<210> 5 

<211> 1639 

<212> DNA 

<213> Homo sapiens 

<400> 5 



atcatctata 


tgttaaatat 


ccgtgccgat 


ctgtcttgaa 


ggagaaatat 


atcgcttgtt 


60 


ttgtttttta 


tagtatacaa 


aaggagtgaa 


aagccaagag 


gacgaagtct 


ttttcttttt 


120 


cttctgtggg 


agaacttaat 


gctgcattta 


tcgttaacct 


aacaccccaa 


cataaagaca 


180 


aaaggaagaa 


aaggaggaag 


gaaggaaaag 


gtgattcgcg 


aagagagtga 


tcatgtcagg 


240 


gcggcccaga 


accacctcct 


ttgcggagag 


ctgcaagccg 


gtgcagcagc 


cttcagcttt 


300 


tggcagcatg 


aaagttagca 


gagacaagga 


cggcagcaag 


gtgacaacag 


tggtggcaac 


360 


tcctgggcag 


ggtccagaca 


ggccacaaga 


agtcagctat 


acagacacta 


aagtgattgg 


420 


aaatggatca 


tttggtgtgg 


tatatcaagc 


caaactttgt 


gattcaggag 


aactggtcgc 


480 


catcaagaaa 


gtattgcagg 


acaagagatt 


taagaatcga 


gagctccaga 


tcatgagaaa 


540 


gctagatcac 


tgtaacatag 


tccgattgcg 


ttatttcttc 


tactccagtg 


gtgagaagaa 


600 


agatgaggtc 


tatcttaatc 


tggtgctgga 


ctatgttccg 


gaaacagtat 


acagagttgc 


660 


cagacactat 


agtcgagcca 


aacagacgct 


ccctgtgatt 


tatgtcaagt 


tgtatatgta 


720 
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tcagctgttc 


caaaotttaa 


Va V- WO WO v— * — \_ CX 


accgcagaac 


ctcttgttgg 


atcctaatar 

>aV Va y fc* w Uv# 


tgcaaagcag 


ctoatccoaa 

*» w »"*y**y 


oaaaacccaa 

y **y wwv xa Va 


cracaccaaaq 


ttoatctttcr 

w **j w *w w w w 


oaaccactoa 

y **y ^******Va- l»y U 


tggc tgtgtg 


ttacrc toaac 


tot tact acrer 


cTcratcacrtto 


y w v* y %av t* u. u. a a 


Lwaoyy ecu i_ 


aatgaaccca 


aactacaraa 

v*wt%a uuv.a^.a%j 


aatttaaatt 
act. l c waaoL l. 


ggat tcgtca 


aaaacaaoac 


abttrarrtr 

d la \» la VaQVaU I— V_ 


accgqaqgca 


attgcac tgt 


ataorccotct 

y la lal y \_a \_a y UVa la 


accactggaa 


octtotocac 


attcattttt 


accaaataaa 


caacracacac 


c t err* a r* t r* 1 1* 

W l-y ^— CI V- La La L. L. 


tccacctcta 

V— \— tai W Va VaVa ^— y 


err" haprphrr' 




ccccacaaat 


gccacagcag 


cgtcagatgc 


tgctgcttct 


gcatcagctt 


ccaactccac 


gaaaaaccac 


cagttacttg 


agtgtcactc 


taaaaaaaaa 


aaaaaaaaa 
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<400> 6 
aggtatggcc 


tcacaagtct 




cttttgtagt 


gtgaagaaac 


tcaaacrtacra 


ctatccacgg 


acctatgtga 


a tocrtacra 


tagtgctttt 


cagacaaaga 


L.CLV— La CL L. v> LOO 


gacaagtgct 


gttgttttga 


aaaaL^aL* 


acagcaagct 


cacgtgcagg 


cacctraoa t 


agaaggcccc 


cagcgatgtg 


oa 1 1 era a err* a 


cgcaatgcag 


attgtcgatg 


aattcftccat 

VMM w V*y la Va Sa lal la 


aaatccagtg 


acagttgtga 


cagctaccac 


aggtgactat 


cagttagtac 


agcatgaagt 


ccttgatttt 


cttggtcgag 


gcacgtttgg 


aaatgaaatt 


gtagcaatca 


aaattttgaa 
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ulclll uy ya 


O Cta Lytta L- L_ 


gggatattaa 


"Oft 

780 


tcrct rr t a t ha 
Ly u l> y l» a i» l.c* 


qaqLa LaL- L.y wy 


ac 1 1 1 ggaag 




tdtttccrtat 


OLU Ly l— L. 1— L. 1— 


ggcaccacag 




la laQt QV_ UUUla 


cty La Lay aty 


cacggcccgc 


q a (\ 
you 


Q^agg^aVaQCl L-C 




acagcggcgc 


lUzU 


ygyddCLCCa 


acaagggagc 


aaatcagaga 


1080 


f* r+ ^ *^ » — « a-t ^ ^ 

CCCtCaaatC 


aaggcacatc 


cttggactaa 


1140 




gtCLcccgac 


cccgaactcc 


lzUO 


yv L.y y ay tai> 


aLaLLaaCLy 


cccgactaac 


1Z OU 


t eta t era ahfa 
LyaLyatiL i_a 


t-yyycitaCcaa 


augecaaacu 


1 OOA 

lJZU 


f a ;si fr* t- f» ;a f» /**■ 

La OwLa t LLdVaL 


dC uCaagaaC 


ugucaagcaa 


lion 

looU 


teatgetegg 


attcaagcag 


ctgcttcaac 


1440 


taatactgga 


gaccgtggac 


agaccaataa 


1500 


ctgaacagtc 


ccgagcagcc 


agetgeacag 


1560 


agcaacactg 


gtcacgtttg 


gaaagaatat 


1620 
1639 



accatatgtt 


tatcaaactc 


agtcaagtgc 


60 


gecaagcagt 


tgtgtattcc 


aggaaagaaa 


120 


ctttggaaat 


tctcatcctc 


ccactaaggg 


180 


tagacctcga 


ggacacaact 


tttcattgea 


240 


aggtgetaca 


aaggtcatag 


cagctcaggc 


300 


tggggcgtgg 


cgaaacagat 


tgeatttect 


360 


caagagtgag 


gagttggata 


atcatagcag 


420 


acttcctgca 


atgttgcaaa 


ccaacatggg 


480 


aggatcaaaa 


cagaattgta 


ccactggaga 


540 


cttatgctcc 


atgaaaaata 


cttacgaagt 


600 


ccaggtagtt 


aaatgctgga 


aaagagggac 


660 


gaatcatcct 


tcttatgccc 


gtcaaggtca 


720 
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aatagaagtg 


agcatattag 


caaggctcag 


tactgaaaat 


gctgatgaat 


ataactttgt 


780 


acgagcttat 


gaatgctttc 


agcaccgtaa 


ccatacttgt 


ttagtctttg 


agatgctgga 


840 


acaaaacttg 


tatgactttc 


tgaaacaaaa 


taaatttagt 


cccctgccac 


taaaagtgat 


900 


tcggcccatt 


cttcaacaag 


tggccactgc 


actgaaaaaa 


ttgaaaagtc 


ttggtttaat 


960 


tcatgctgat 


ctcaagccag 


agaatattat 


gttggtggat 


cctgttcggc 


agccttacag 


1020 


ggttaaagta 


atagactttg 


ggtcggccag 


tcatgtatca 


aagactgttt 


gttcaacata 


1080 


tctacaatct 


cggtactaca 


gagctccaga 


gattatattg 


gggttgccat 


tttgtgaagc 


1140 


catagacatg 


tggtcattgg 


gatgtgtgat 


tgcagaatta 


tttcttggat 


ggccgctcta 


1200 


cccaggagcc 


ttggagtatg 


atcagattcg 


atacatttct 


cagactcaag 


gtttgccagg 


1260 


agaacagttg 


ttaaatgtgg 


gtactaaatc 


cacaagattt 


ttttgcaaag 


aaacagatat 


1320 


gtctcattct 


ggttggagat 


taaagacatt 


ggaagagcat 


gaggcagaga 


caggaatgaa 


1380 


gtctaaagaa 


gccagaaaat 


acattttcaa 


cagtctggat 


gatgtagcgc 


atgtgaacac 


1440 


agtgatggat 


ttggaaggaa 


gtgatctttt 


ggctgagaaa 


gctgatagaa 


gagaatttgt 


1500 


tagtctgttg 


aagaaaatgt 


tgctgattga 


tgcagattta 


agaattactc 


cagctgagac 


1560 


cctgaaccat 


ccttttgtta 


atatgaaaca 


tcttctagat 


ttccctcata 


gcaaccatgt 


1620 


aaagtcctgt 


tttcatatta 


tggatatttg 


taagtcccac 


ctaaattcat 


gtgacacaaa 


1680 


taatcacaac 


aaaacttcac 


ttttaagacc 


agttgcttca 


agcagtactg 


ctacactgac 


1740 


tgcaaatttt 


actaaaatcg 


gaacattaag 


aagtcaggca 


ttgaccacat 


ctgctcattc 


1800 


agttgtgcac 


catggaatac 


ctctgcaggc 


aggaactgct 


cagtttggtt 


gtggtgatgc 


1860 


ttttcagcag 


acattgatta 


tctgtccccc 


agctattcaa 


ggtattcctg 


caacacatgg 


1920 


taaacccacc 


agttattcaa 


taagggtaga 


taatacagtt 


ccacttgtaa 


ctcaggcccc 


1980 


agctgtgcag 


ccactacaga 


tccgaccagg 


agttctttct 


cagacgtggt 


ctggtagaac 


2040 


acagcagatg 


ctggtgcctg 


cctggcaaca 


ggtgacaccc 


ctggctcctg 


ctactactac 


2100 


actaacttct 


gagagtgtgg 


ctggttcaca 


caggcttgga 


gactggggga 


agatgatttc 


2160 


atgcagcaat 


cattataact 


cagtgatgcc 


gcagcctctt 


ctgaccaatc 


agataacttt 


2220 


atctgcccct 


cagccagtta 


gtgtggggat 


tgcacatgtt 


gtctggcctc 


agcctgccac 


2280 


taccaagaaa 


aataaacagt 


gccagaacag 


aggtattttg 


gtaaaactaa 


tggaatggga 


2340 


gccaggaaga 


gaggaaataa 


atgctttcag 


ttggagtaat 


tcattacaga 


ataccaatat 


2400 


cccacattca 


gcatttattt 


ctccaaagat 


aattaatggg 


aaagatgtcg 


aggaagtaag 


2460 


ttgtatagaa 


acacaggaca 


atcagaactc 


agaaggagag 


gcaagaaatt 


gctgtgaaac 


2520 


atctatcaga 


caggactctg 


attcatcagt 


ttcagacaaa 


cagcggcaaa 


ccatcattat 


2580 
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tgccgactcc 


ccgagtcctg 


cagtgagtgt 


catcactatc 


agcagtgaca 


ctgatgagga 


2640 


agagacttcc 


cagagacatt 


cactcagaga 


atgtaaaggt 


agtctagatt 


gtgaagcttg 


2700 


ccagagcact 


ttgaatattg 


atcggatgtg 


ttcattaagt 


agtcctgata 


gtactctgag 


2760 


taccagctcc 


tcagggcagt 


ccagcccatc 


cccctgcaag 


agaccgaata 


gtatgtcaga 


2820 


tgaagagcaa 


gaaagtagtt 


gtgatacggt 


ggatggctct 


ccgacatctg 


actcttccgg 


2880 


gcatgacagt 


ccatttgcag 


agagcacttt 


tgtggaggac 


actcatgaaa 


acacagaatt 


2940 


ggtatcctct 


gctgacacag 


aaaccaagcc 


agctgtctgt 


tctgttgtgg 


tgccaccagt 


3000 


ggaactagaa 


aatggcttaa 


atgccgatga 


gcatatggca 


aacacagatt 


ctatatgcca 


3060 


gccattaata 


aaaggacgat 


ctgcccctgg 


aagattaaac 


cagccttctg 


cagtgggtac 


3120 


tcgtcagcaa 


aaattgacat 


cagcattcca 


gcagcagcat 


ttgaacttca 


gtcaggttca 


3180 


gcactttgga 


tctgggcatc 


aagagtggaa 


tggaaacttt 


gggcacagaa 


gacagcaagc 


3240 


ttatattcct 


actagtgtta 


ccagtaatcc 


attcactctt 


tctcatggaa 


gtcccaatca 


3300 


cacagcagtg 


catgcccacc 


tggctggaaa 


tacacacctc 


ggaggacagc 


ctactctact 


3360 


tccataccca 


tcatcagcca 


ccctcagtag 


tgctgcacca 


gtggcccacc 


tgttagcctc 


3420 


tccgtgtacc 


tcaagaccta 


tgttacagca 


tccaacttat 


aatatctccc 


atcccagtgg 


3480 


catagttcac 


caagtcccag 


tgggcttaaa 


tccccgtctg 


ttaccatccc 


caaccattca 


3540 


tcagactcag 


tacaaaccaa 


tcttcccacc 


acattcttac 


attgcagcat 


cacctgcata 


3600 


tactggattt 


ccactgagtc 


caacaaaact 


cagccagtat 


ccatatatgt 


gaaaaacagt 


3660 


atattgggga 


agctcaatga 


tacaaacatt 


tgattaaaaa 


taaaaacatg 


gtatttaata 


3720 



3723 



<210> 7 

<211> 5084 

<212> DNA 

<213> Homo sapiens 

<400> 7 



gatcccatcg 


cagctaccgc 


gatgagaggc 


gctcgcggcg 


cctgggattt 


tctctgcgtt 


60 


ctgctcctac 


tgcttcgcgt 


ccagacaggc 


tcttctcaac 


catctgtgag 


tccaggggaa 


120 


ccgtctccac 


catccatcca 


tccaggaaaa 


tcagacttaa 


tagtccgcgt 


gggcgacgag 


180 


attaggctgt 


tatgcactga 


tccgggcttt 


gtcaaatgga 


cttttgagat 


cctggatgaa 


240 


acgaatgaga 


ataagcagaa 


tgaatggatc 


acggaaaagg 


cagaagccac 


caacaccggc 


300 


aaatacacgt 


gcaccaacaa 


acacggctta 


agcaattcca 


tttatgtgtt 


tgttagagat 


360 


cctgccaagc 


ttttccttgt 


tgaccgctcc 


ttgtatggga 


aagaagacaa 


cgacacgctg 


420 
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gtccgctgtc 


ctctcacaga 


cccagaagtg 


accaattatt 


ccctcaaggg 


gtgccagggg 


480 


aagcctcttc 


ccaaggactt 


gaggtttatt 


cctgacccca 


aggcgggcat 


catgatcaaa 


540 


agtgtgaaac 


gcgcctacca 


tcggctctgt 


ctgcattgtt 


ctgtggacca 


ggaaQQcaaa 


600 


tcagtgctgt 


cggaaaaatt 


catcctgaaa 


gtgaggccag 


ccttcaaagc 


tgtgcctgtt 


660 


gtgtctgtgt 


ccaaagcaag 


ctatcttctt 


agggaagggg 


aagaattcac 


agtgacgtgc 


720 


acaataaaag 


atgtgtctag 


ttctgtgtac 


tcaacgtgga 


aaagagaaaa 


cagtcagact 


780 


aaactacagg 


agaaatataa 


tagctggcat 


cacggtgact 


tcaattatga 


acgtcaggca 


840 


acgttgacta 


tcagttcagc 


gagagttaat 


gattctggag 


tgttcatgtg 


t tatgccaat 


900 


aatacttttg 


gatcagcaaa 


tgtcacaaca 


accttggaag 


tagtagataa 


aggattcatt 


960 


aatatcttcc 


ccatgataaa 


cactacagta 


tttgtaaacg 


atggagaaaa 


tgtagatttg 


1020 


attgttgaat 


atgaagcatt 


ccccaaacct 


gaacaccagc 


agtggatcta 


tatgaacaga 


1080 


accttcactg 


ataaatggga 


agattatccc 


aagtctgaga 


atgaaagtaa 


tatcagatac 


1140 


gtaagtgaac 


ttcatctaac 


gagattaaaa 


ggcaccgaag 


gaggcactta 


cacattccta 


1200 


gtgtccaatt 


ctgacgtcaa 


tgctgccata 


gcatttaatg 


tttatgtgaa 


tacaaaacca 


1260 


gaaatcctga 


cttacgacag 


gctcgtgaat 


ggcatgctcc 


aatgtgtggc 


agcaggattc 


1320 


ccagagccca 


caatagattg 


gtatttttgt 


ccaggaactg 


agcagagatg 


ctctgcttct 


1380 


gtactgccag 


tggatgtgca 


gacactaaac 


tcatctgggc 


caccgtttgg 


aaagctagtg 


1440 


gttcagagtt 


ctatagattc 


tagtgcattc 


aagcacaatg 


gcacggttga 


atgtaaggct 


1500 


tacaacgatg 


tgggcaagac 


ttctgcctat 


tttaactttg 


catttaaagg 


taacaacaaa 


1560 


gagcaaatcc 


atccccacac 


cctgttcact 


cctttgctga 


ttggtttcgt 


aatcgtagct 


1620 


ggcatgatgt 


gcattattgt 


gatgattctg 


acctacaaat 


atttacagaa 


acccatgtat 


1680 


gaagtacagt 


ggaaggttgt 


tgaggagata 


aatggaaaca 


attatgttta 


catagaccca 


1740 


acacaacttc 


cttatgatca 


caaatgggag 


tttcccagaa 


acaggctgag 


ttttgggaaa 


1800 


accctgggtg 


ctggagcttt 


cgggaaggtt 


gttgaggcaa 


ctgcttatgg 


cttaattaag 


1860 


tcagatgcgg 


ccatgactgt 


cgctgtaaag 


atgctcaagc 


cgagtgccca 


fct fccracacraa 

w W 1*4 V* \JL UU. 


1920 


cgggaagccc 


tcatgtctga 


actcaaagtc 


ctgagttacc 


ttggtaatca 


cataaatatt 


1980 


gtgaatctac 


ttggagcctg 


caccattgga 


gggcccaccc 


tggtcattac 


agaatattgt 


2040 






ciccc cgaga 


agaaaacgtg 


attcatttat 


ttgttcaaag 


2100 


caggaagatc 


atgcagaagc 


tgcactttat 


aagaatcttc 


tgcattcaaa 


ggagtcttcc 


2160 


tgcagcgata 


gtactaatga 


gtacatggac 


atgaaacctg 


gagtttctta 


tgttgtccca 


2220 


accaaggccg 


acaaaaggag 


atctgtgaga 


ataggctcat 


acatagaaag 


agatgtgact 


2280 



11 



WO 2004/037990 PCT/US2003/033549 



cccgccatca 


tggaggatga cgagttggcc ctagacttag aagacttgct 


gagcttttct 


2340 


taccaggtgg 


caaagggcat 


ggctttcctc gcctccaaga 


attgtattca 


cagagacttg 


2400 


gcagccagaa 


atatcctcct 


tactcatggt cggatcacaa 


agatttgtga 


ttttggtcta 


2460 


gccagagaca 


tcaagaatga 


ttctaattat gtggttaaag 


gaaacgctcg 


actacctgtg 


2520 


aagtggatgg 


cacctgaaag 


cattttcaac tgtgtataca 


cgtttgaaag 


tgacgtctgg 


2580 


tcctatggga 


tttttctttg ggagctgttc tctttaggaa 


gcagccccta 


tcctggaatg 


2640 


ccggtcgatt 


ctaagttcta 


caagatgatc aaggaaggct 


tccggatgct 


cagccctgaa 


2700 


cacgcacctg 


ctgaaatgta 


tgacataatg aagacttgct gggatgcaga tcc'cctaaaa 


2760 


agaccaacat 


tcaagcaaat 


tgttcagcta attgagaagc 


agatttcaga 


gagcaccaat 


2820 


catatttact 


ccaacttagc 


aaactgcagc cccaaccgac 


agaagcccgt 


ggtagaccat 


2880 


tctgtgcgga 


tcaattctgt 


cggcagcacc gcttcctcct 


cccagcctct 


gcttgtgcac 


2940 


gacgatgtct 


gagcagaatc 


agtgtttggg tcacccctcc 


aggaatgatc 


tcttcttttg 


3000 


gcttccatga 


tggttatttt 


cttttctttc aacttgcatc 


caactccagg 


atagtgggca 


3060 


ccccactgca 


atcctgtctt 


tctgagcaca ctttagtggc 


cgatgatttt 


tgtcatcagc 


3120 


caccatccta 


ttgcaaaggt 


tccaactgta tatattccca 


atagcaacgt 


agcttctacc 


3180 


atgaacagaa 


aacattctga 


tttggaaaaa gagagggagg 


tatggactgg 


gggccagagt 


3240 


cctttccaag 


gcttctccaa 


ttctgcccaa aaatatggtt 


gatagtttac 


ctgaataaat 


3300 


ggtagtaatc 


acagttggcc 


ttcagaacca tccatagtag 


tatgatgata 


caagattaga 


3360 


agctgaaaac 


ctaagtcctt 


tatgtggaaa acagaacatc 


attagaacaa 


aggacagagt 


3420 


atgaacacct 


gggcttaaga 


aatctagtat ttcatgctgg gaatgagaca 


taggccatga 


3480 


aaaaaatgat 


ccccaagtgt 


gaacaaaaga tgctcttctg 


tggaccactg 


catgagcttt 


3540 


tatactaccg 


acctggtttt 


taaatagagt ttgctattag agcattgaat 


tggagagaag 


3600 


gcctccctag 


ccagcacttg 


tatatacgca tctataaatt 


gtccgtgttc 


atacatttga 


3660 


ggggaaaaca 


ccataaggtt 


tcgtttctgt atacaaccct 


ggcattatgt 


ccactgtgta 


3720 


tagaagtaga 


ttaagagcca 


tataagtttg aaggaaacag 


ttaataccat 


tttttaagga 


3780 


aacaatataa 


ccacaaagca 


cagtttgaac aaaatctcct 


cttttagctg 


atgaacttat 


3840 


tctgtagatt 


ctgtggaaca 


agcctatcag cttcagaatg gcattgtact 


caatggattt 


3900 


gatgctgttt 


gacaaagtta 


ctgattcact gcatggctcc 


cacaggagtg 


ggaaaacact 




gccatcttag 


tttggattct 


tatgtagcag gaaataaagt ataggtttag cctccttcgc 


4020 


aggcatgtcc 


tggacaccgg gccagtatct atatatgtgt 


atgtacgttt 


gtatgtgtgt 


4080 


agacaaatat 


ttggaggggt 


atttttgccc tgagtccaag agggtccttt 


agtacctgaa 


4140 
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aagtaacttg 


gctttcatta 


ttagtactgc 


tcttatttct 


tttcacatag ctgtctagag 




tagcttacca 


gaagcttcca 


tagtggtgca 


aaaaaaataa 


aaggcatcag 


tccctatgta 




tttgcagttc 


acctgcactt 


aaggcac tc t 


crtta tt taoa 


ctcatcttac 


tgtacctgtt 


4320 


ccttagacct 


tccataatgc 


tac tgtc tea 


ctcaaacatt 


taaattttac 


cctttagact 


47ftO 

<sJOU 


gtagcctgga 


tattattctt 


Grtacrtttacc 


tctttaaaaa 


caaaacaaaa 


caaaacaaaa 


4440 


aactcccctt 


cctcactgcc 


caatataaaa 


aac a a a t" cr t~ cr 


tacatggcag 


agtttgtgtg 




ttgtcttgaa 


agattcaggt 


atgttgcctt 


tatootttcc 


cccttctaca 


tttcttagac 


•± J o w 


tacatttaga 


aaactortcrcrc 


CQttatctcrcr 


aacrtaaccat 


ttgcactgga 


gttctatget 




ctcgcacctt 


tccaaagtta 


acagattttg 


coat tcrtcr tt 


gtcacccaag 


agattgttgt 


i y o w 


ttgccatact 


t tgtc t gaaa 


aattcctttcr 


tatttctatt 


gacttcaatg 


atagtaagaa 


4740 


aaotaattat 


taat tataoa 


fcafcefcaaata 




acttcattga 


gagttttgtc 


Aft n n 


ttgccatact 


1 1 g tc tgaaa 


aattcctttcr 


tatttctatt 


gacttcaatg 


atagtaagaa 




aagtggttgt 


tagttataga 


tgtctaggta 


cttcaggggc 


acttcattga 


gagttttgtc 


4920 


aatgtctttt 


gaatattccc 


aagcccatga 


gtcct tgaaa 


atatttttta 


tatatacagt 


4980 


aactttatgt 


gtaaatacat 


aagcggcgta 


agtttaaagg 


atgttggtgt 


tccacgtgtt 


5040 


ttattcctgt 


atgttgtcca 




gLCCtyaaya 


attc 




C A O A 


<210> 8 

<211> 2934 

<212> DNA 

<213> Homo sapiens 












<400> 8 
gcccctccct 


ccgcccgccc 


acccrgcccac 


ccatcaatct 


ggcaggcagg 


caggcaatcg 


60 


gtccgagtgg 


ctgtcggctc 


ttcagctctc 


ccac tcacrccf 
««y « l» ^~y y ^ y 


tcttccttcc 


tcctcccggt 


X A V 


cagcgtcggc 


ggctgcaccg 


acaacaaeac 

55 «yy ^*y y » » 


a a t ccc t~ cr c cr 


ggaggggega 


caagagctga 


i an 


gcggcggccg 


ccgagcgtcg 


age t cagege 


yyv-yyayyuy 


gcggcggccc 


ggcagccaac 


940 

A U 


atggcggcgg 


cggcggcggc 


cfcrcfcoccrcfac 


ccaaaaataa 

wyy t*y c* uy y 


tccgcgggca 


ggtgttcgac 


J v V 


gtggggccgc 


gctacaccaa 


cctctcgtac 


atcaacaaaa 

w v*y y wy w&y y 


gcgcctacgg 


catggtgtgc 


^ fiO 


tctgcttatg 


ataatgtcaa 


caaagt t cga 


ataoctatca 


agaaaatcag 


cccctttgag 


490 
** ^> \j 


caccagacct 


actgccagag 


aaccctcraacr 

L»y fc*y y 




r» f t* a r- 1~ rrrrr 
uv.Ltauuywy 


U LLay av-a L. 


Aft n 


gagaacatca 


ttggaatcaa 


tgacattatt 


cgagcaccaa 


ccatcgagca 


aatgaaagat 


540 


gtatatatag 


tacaggacct 


catggaaaca 


gatctttaca 


agctcttgaa 


gacacaacac 


600 


ctcagcaatg 


accatatctg 


ctattttctc 


taccagatcc 


tcagagggtt 


aaaatatatc 


660 


cattcagcta 


acgttctgca 


ccgtgacctc 


aagccttcca 


acctgctgct 


caacaccacc 


720 
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tgtgatctca 


agate tgtga 


ctttggcctg 


gcccgtgttg 


cagatccaga 


ccatgatcac 


780 


acagggttcc 


tgacagaata 


tgtggccaca 


cgttggtaca 


gggctccaga 


aattatgttg 


840 


aattccaagg 


gctacaccaa 


gtccattgat 


atttggtctg 


taggctgeat 


tctggcagaa 


900 


atgctttcta 


acaggcccat 


ctttccaggg 


aagcattatc 


ttgaccagct 


gaaacacatt 


960 


ttgggtattc 


ttggatcccc 


atcacaagaa 


gacctgaatt 


gtataataaa 


tttaaaagct 


1020 


aggaactatt 


tgetttctet 


tccacacaaa 


aataaggtgc 


catggaacag 


gctgttccca 


1080 


aatgctgact 


ccaaagctct 


ggacttattg 


gacaaaatgt 


tgacattcaa 


cccacacaag 


1140 


aggattgaag 


tagaacaggc 


tctggcccac 


ccatatctgg 


agcagtatta 


cgacccgagt 


1200 


gacgagccca 


tcgccgaagc 


accattcaag 


ttcgacatgg 


aattggatga 


ettgectaag 


1260 


gaaaagctca 


aagaactaat 


ttttgaagag 


actgetagat 


tccagccagg 


atacagatct 


1320 


taaatttgtc 


aggacaaggg 


ctcagaggac 


tggacgtgct 


cagacategg 


tgttcttctt 


1380 


cccagttctt 


gacccctggt 


cctgtctcca 


gcccgtcttg 


gcttatccac 


tttgactcct 


1440 


ttgagccgtt 


tggaggggcg 


gtttctggta 


gttgtggctt 


ttatgettte 


aaagaatttc 


1500 


ttcagtccag 


agaattcctc 


ctggcagccc 


tgtgtgtgtc 


acccattggt 


gacctgcggc 


1560 


agtatgtact 


tcagtgcacc 


ttactgetta 


ctgttgcttt 


agtcactaat 


tgctttctgg 


1620 


tttgaaagat 


gcagtggttc 


ctccctctcc 


tgaatccttt 


tctacatgat 


gccctgctga 


1680 


ccatgcagcc 


gcaccagaga 


gagattcttc 


cccaattggc 


tctagtcact 


ggcatctcac 


1740 


tttatgatag 


ggaaggctac 


tacctagggc 


actttaagtc 


agtgacagcc 


ecttatttge 


1800 


acttcacctt 


ttgaccataa 


ctgtttcccc 


agagcaggag 


cttgtggaaa 


taccttggct 


1860 


gatgttgcag 


cctgcagcaa 


gtgcttccgt 


ctccggaatc 


cttggggagc 


acttgtccac 


1920 


gtcttttctc 


atatcatggt 


agtcactaac 


atatataagg 


tatgtgctat 


tggcccagct 


1980 


tttagaaaat 


gcagtcattt 


ttctaaataa 


aaaggaagta 


ctgcacccag 


cagtgtcact 


2040 


ctgtagttac 


tgtggtcact 


tgtaccatat 


agaggtgtaa 


cacttgtcaa 


gaagcgttat 


2100 


gtgcagtact 


taatgtttgt 


aagacttaca 


aaaaaagatt 


taaagtggca 


gcttcactcg 


2160 


acatttggtg 


agagaagtac 


aaaggttgca 


gtgetgaget 


gtgggcggtt 


tctggggatg 


2220 


tcccagggtg 


gaactccaca 


tgctggtgca 


tatacgccct 


tgagctactt 


caaatgtggt 


2280 


ttatacctcg 


cagatacaag 


aatctttatg 


aatatacaat 


tctttttcct 


tctacagctt 


2340 


agctccgtct 


tttcaaccac 


gaacatttaa 


aacccgacct 


actagcactg 


ttctgtcctc 


2400 


aagtactcaa 


atatttctga 


tactgetgag 


tcagactgtc 


agaaaaagct 


agcactaact 


2460 


cgtgtttgga 


gctctatcca 


tattttactg 


atctctttaa 


gtatttgttc 


ctgccactgt 


2520 


gtactgtgga 


gttgactegg 


tgttctgtcc 


cagtgcggtg 


cctcctcttg 


acttccccac 


2580 
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tgctctctgt ggtgagaaat ttgccttgtt caataattac tgtaccctcg catgactgtt 2640 

acagctttct gtgcagagat gactgtccaa gtgccacatg cctacgattg aaatgaaaac 2700 

tctattgtta cctctgagtt gtgttccacg gaaaatgcta tccagcagat catttaggaa 2760 

aaataattct atttttagct tttcatttct cagctgtcct tttttcttgt ttgatttttg 2820 

acagcaatgg agaatgggtt atataaagac tgcctgctaa tatgaacaga aatgcatttg 2880 

taattcatga aaataaatgt acatcttcta tcttcaaaaa aaaaaaaaaa aaaa 2934 

<210> 9 

<211> 2372 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gagaaatggc gtggcagggg acccagcgag cccagaggga ttttgccgct gcttcctcta 60 

cccctgtatt tcacgcagct ctctaaattg actcagctcc aggctagtgt gagaaacacc 120 

aacagcaggc ccatctcaga tcttcactat ggcaacttat gcaagaaact gttgaattag 180 

acccgtttcc tatagatgag aaaccataca agctgtggta tttatgagcc tccatttctt 240 

atactactgc agtgaaccaa cattggatgt gaaaattgcc ttttgtcagg gattcgataa 300 

acaagtggat gtgtcatata ttgccaaaca ttacaacatg agcaaaagca aagttgacaa 360 

ccagttctac agtgtggaag tgggagactc aaccttcaca gttctcaagc gctaccagaa 420 

tctaaagcct attggctctg gggctcaggg catagtttgt gccgcgtatg atgctgtcct 480 

tgacagaaat gtggccatta agaagctcag cagacccttt cagaaccaaa cacatgccaa 540 

gagagcgtac cgggagctgg tcctcatgaa gtgtgtgaac cataaaaaca ttattagttt 600 

attaaatgtc ttcacacccc agaaaacgct ggaggagttc caagatgttt acttagtaat 660 

ggaactgatg gatgccaact tatgtcaagt gattcagatg gaattagacc atgagcgaat 720 

gtcttacctg ctgtaccaaa tgttgtgtgg cattaagcac ctccattctg ctggaattat 780 

tcacagggat ttaaaaccaa gtaacattgt agtcaagtct gattgcacat tgaaaatcct 840 

ggactttgga ctggccagga cagcaggcac aagcttcatg atgactccat atgtggtgac 900 

acgttattac agagcccctg aggtcatcct ggggatgggc tacaaggaga acgtggatat 960 

atggtctgtg ggatgcatta tgggagaaat ggttcgccac aaaatcctct ttccaggaag 1020 

ggactatatt gaccagtgga ataaggtaat tgaacaacta ggaacaccat gtccagaatt 1080 

catgaagaaa ttgcaaccca cagtaagaaa ctatgtggag aatcggccca agtatgcggg 1140 

actcaccttc cccaaactct tcccagattc cctcttccca gcggactccg agcacaataa 1200 

actcaaagcc agccaagcca gggacttgtt gtcaaagatg ctagtgattg acccagcaaa 1260 
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aagaatatca gtggacgacg ccttacagca tccctacatc aacgtctggt atgacccagc 1320 

cgaagtggag gcgcctccac ctcagatata tgacaagcag ttggatgaaa gagaacacac 1380 

aattgaagaa tggaaagaac ttatctacaa ggaagtaatg aattcagaag aaaagactaa 1440 

aaatggtgta gtaaaaggac agccttctcc ttcagcacag gtgcagcagt gaacagcagt 1500 

gagagtctcc ctccatcctc gtctgtcaat gacatctcct ccatgtccac cgaccagacc 1560 

ctggcatctg acactgacag cagcctggaa gcctcggcag gacccctggg ttgttgcagg 1620 

tgactagccg cctgcctgcg aaacccagcg ttcttcagga gatgatgtga tggaacacac 1680 

acacacgcag acacacacac acacacaaat gcagacacac aacatcaaga aaacagcaag 1740 

ggagagaatc caagcctaaa attaaataaa tctttcagcc tgcttcttcc ccagggttct 1800 

gtattgcagc taagctcaaa tgtatattta acttctagtt gctcttgctt tggtcttctt 1860 

ccaatgatgc ttactacaga aagcaaatca gacacaatta gagaagcctt ttccataaag 1920 

tgtaatttta atggctgcaa aaccggcaac ctgtaactgc ccttttaaat ggcatgacaa 1980 

ggtgtgcagt ggccccatcc agcatgtgtg tgtctctatc ttgcatctac ctgctccttg 2040 

gcctagtcag atggatgtag atacagatcc gcatgtgtct gtattcatac agcactactt 2100 

acttagagat gctactgtca gtgtcctcag ggctctacca agacataatg cactggggta 2160 

ccacatggtc catttcatgt gatctattac tctgacataa acccatctgt aatatattgc 2220 

cagtatataa gctgtttagt ttgttaattg attaaactgt atgtcttata agaaaacatg 2280 

taaaggggga atatatgggg ggagtgagct ctctcagacc cttgaagatg tagcttccaa 2340 

atttgaatgg attaaatggc acctgtatac ca 2372 

<210> 10 

<211> 1134 

<212> DNA 

<213> Homo sapiens 

<400> 10 

atggccctct ctcacgggtc ggtgttacat ggcggtgact gcggcaaatt caacaattcc 60 

aaaggaaaag gcaatcataa gggtttcaaa gtggcagaga aatttgaaag tctcatgaac 120 

attcatggtt ttgatctgga ttctacgtat atggacttaa aaccactggg ttgtggaggc 180 

aattacttgt ttttttctgc tgtagacaat gattgtgaca aaagagtagc catcaagaaa 240 

attgtcctta ccaatcccca gagtgtcaaa catgctctat gtgaaatcaa gattattaga 300 

agacttgacc atgataacat tgtgaaagtg tttgaaattc ctggtcccag tgggagccaa 360 

ttaacagatg atgtgggctc tcttacggaa ctaaacagtg tttacattgt tcaggagtac 420 

atgaagacag acttgtctaa agtgctggag cagggccctt tactggaaga gcatgccagg 480 

cttttcatgt atcagctgct acgggggctc aagtatattc actctgcaaa tgtactgcac 540 
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agagatctca 


aaccaactaa 


tcttttcatt 


aatactgaag 


acttggtgct 


gaagataggc 


600 


gactttggtc 


ttgcacggat 


catggatcct 


cattattccc 


gtgcacatga 


acttgaacag 


660 


atgcagctga 


ctttagaatc 


tattcctgtt 


gcacatgagg 


aagatcgtca 


ggagcttctc 


720 


agcgtaattc 


cagtttacat 


tagaaatcac 


atgactgagc 


cacacaaacc 


tttaactcag 


780 


ctacttccag 


gaattagtcg 


cgaagcactg 


aatttcctgg 


aacaaatttt 


gacatttagc 


840 


cccatggatt 


ggttaatagc 


agaagaagcg 


ctctcccatc 


cttacatgag 


catatgttct 


900 


tttccaatgg 


ataagccaat 


ttcaagccat 


ccttttcata 


ttgaagatga 


agctcataat 


960 


attttgctta 


tggatgaaac 


tcacagtcac 


atttataact 


gggaaaggta 


ctatgactgt 


1020 


cagttttcag 


agcatgattg 


gcctatacat 


aacaactttg 


atattgatga 


agttcagctt 


1080 


aatccaagag 


ctctgtctga 


tgtcactgat 


gaagaagtac 


aagtcgatcc 


ctga 


1134 



<210> 11 

<211> 4193 

<212> DNA 

<213> Homo sapiens 

<400> 11 



catggcggcg 


actgcggcaa 


agcgagagcc 


tcggagacgc 


cgctgccgcc 


agcacagccg 


60 


gagatctgag 


ccgacactgg 


gggcagtccg 


cgagccccgc 


actctctcga 


tgagtcggag 


120 


aagtcccgtt 


gtatcagagt 


aagatggacg 


gtagctttga 


ttgtgattgt 


ggtgagctgg 


180 


agccacctga 


tcactaacaa 


aagacatctt 


ctgttaacca 


acagccgcca 


ggcttcctgt 


240 


tgaaataaat 


atatagcaac 


aaaggaaaaa 


aagaagcaaa 


acggaaatag 


tgcttaccag 


300 


caccttagaa 


tgatgctgct 


caggaccagt 


ccaacactga 


atgtatctgc 


actgtgagga 


360 


gaatgttcat 


agaagcctgt 


tgtgtgcata 


tttattcact 


ttttgttaaa 


tgttaaatcg 


420 


tttagcacgg 


taatctgagt 


gcacagtatg 


tcatttcatt 


ccgtttgagt 


ttcttgtttt 


480 


cgttaaatgt 


ctgcagagtt 


gctgcccctt 


tcttgaacta 


tgagtactgc 


aatcttttta 


540 


attctcaata 


tgaatagagc 


tttttgagct 


ttaaatctaa 


ggggaactcg 


acaggcctgt 


600 


ttggcatatg 


caatgaacat 


caagaaacca 


tcttgctgtg 


gaagcataat 


tatttttctt 


660 


ctcccttttt 


gaaagatctt 


tccttttgat 


gccagttttc 


ttccttgttt 


acacaagttc 


720 


aatttgaaag 


gaaaaggcaa 


tagtaagggt 


ttcaaaatgg 


cagagaaatt 


tgaaagtctc 


780 


atgaacattc 


atggttttga 


tctgggttct 


aggtatatgg 


acttaaaacc 


attgggttgt 


840 


ggaggcaatg 


gcttggtttt 


ttctgctgta 


gacaatgact 


gtgacaaaag 


agtagccatc 


900 


aagaaaattg 


tccttactga 


tccccagagt 


gtcaaacatg 


ctctacgtga 


aatcaaaatt 


960 


attagaagac 


ttgaccatga 


taacattgtg 


aaagtgtttg 


agattcttgg 


tcccagtgga 


1020 
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agccaattaa 


cagacgatgt 


gggctctctt 


acggaactga 


acagtgttta 


cattgttcag 


1080 


gagtacatgg 


agacagactt 


ggctaatgtg 


ctggagcagg 


gccctttact 


ggaagagcat 


1140 


gccaggcttt 


tcatgtatca 


gctgctacgg 


gggctcaagt 


atattcactc 


tgcaaatgta 


1200 


ctgcacagag 


atctcaaacc 


agctaatctt 


ttcattaata 


cggaagactt 


ggtgctgaag 


1260 


ataggtgact 


ttggtcttgc 


acggatcatg 


gatcctcatt 


attcccataa 


gggtcatctt 


1320 


tctgaaggat 


tggttactaa 


atggtacaga 


tctccacgtc 


ttttactttc 


tcctaataat 


1380 


tatactaaag 


ccattgacat 


gtgggctgca 


ggctgcatct 


ttgctgaaat 


gctgactggt 


1440 


aaaacccttt 


ttgcaggtgc 


acatgaactt 


gaacagatgc 


agctgatttt 


agaatctatt 


1500 


cctgttgtac 


atgaggaaga 


tcgtcaggag 


cttctcagcg 


taattccagt 


ttacattaga 


1560 


aatgacatga 


ctgagccaca 


caaaccttta 


actcagctgc 


ttccaggaat 


tagtcgagaa 


1620 


gcactggatt 


tcctggaaca 


aattttgaca 


tttagcccca 


tggatcggtt 


aacagcagaa 


1680 


gaagcactct 


cccatcctta 


catgagcata 


tattcttttc 


caatggatga 


gccaatttca 


1740 


agccatcctt 


ttcatattga 


agatgaagtt 


gatgatattt 


tgcttatgga 


tgaaactcac 


1800 


agtcacattt 


ataactggga 


aaggtatcat 


gattgtcagt 


tttcagagca 


tgattggcct 


1860 


gtacataaca 


actttgatat 


tgatgaagtt 


cagcttgatc 


caagagctct 


gtccgatgtc 


1920 


actgatgaag 


aagaagtaca 


agttgatccc 


cgaaaatatt 


tggatggaga 


tcgggaaaag 


1980 


tatctggagg 


atcctgcttt 


tgataccaat 


tactctactg 


agccttgttg 


gcaatactca 


2040 


gatcatcatg 


aaaacaaata 


ttgtgatctg 


gagtgtagcc 


atacttgtaa 


ctacaaaacg 


2100 


aggtcatcat 


catatttaga 


taacttagtt 


tggagagaga 


gtgaagttaa 


ccattactat 


2160 


gaacccaagc 


ttattataga 


tctttccaat 


tggaaagaac 


aaagcaaaga 


aaaatctgat 


2220 


aagaaaggca 


aatcaaaatg 


tgaaaggaat 


ggattggtta 


aagcccagat 


agcgctagag 


2280 


gaagcatcac 


agcaactggc 


tggaaaagaa 


agggaaaaga 


atcagggatt 


tgattttgat 


2340 


tcctttattg 


caggaactat 


tcagcttagt 


tcccagcatg 


agcctactga 


tgttgttgat 


2400 


aaattaaatg 


acttgaatag 


ctcagtgtcc 


caactagaat 


tgaaaagttt 


gatatcaaag 


2460 


tcagtaagcc 


aagaaaaaca 


ggaaaaagga 


atggcaaatc 


tggctcaatt 


agaagccttg 


2520 


taccagtctt 


cttgggacag 


ccagtttgtg 


agtggtgggg 


aggactgttt 


tttcataaat 


2580 


cagttttgtg 


aggtaaggaa 


ggatgaacaa 


gttgagaagg 


aaaacactta 


cactagttac 


2640 


ttggacaagt 


tctttagcag 


gaaagaagat 


actgaaatgc 


tagaaactga 


gccagtagag 


2700 


gatgggaagc 


ttggggagag 


aggacatgag 


gaaggatttc 


tgaacaacag 


tggggagttc 


2760 


ctctttaaca 


agcagctcga 


gtccataggc 


atcccacagt 


ttcacagtcc 


agttgggtca 
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aagaaaaaaa 


act t taactt 


WWUWMW WW w w 


fc fc fc rr t~ rra rrrra 
w v uy uy cty yd 


r* a a a f*r > r*rrr* f- 


0 Q An 


gtttgtttga 


ttactgttta 


cfceraerccfcfca 

w wy v*y ww w ww 


a fprufpAarr 

O VwwuwwCICiy 


fcfct*at-at-t-f*a 


rra afhhf at-f 

gaattccatt 


J u uu 


tttttaaggt 


actaattaac 


t taaacarao 


afTe"fca fc a a a a 
c*y w wo w g ogg 


fc rrr 1 fc rrrra t* t" rt 
uywwyyciwwy 


aaaaht'ht'ai- 


0 u ou 


attataatcrt 


a era era fc a aa a 

w\y w\y w wwVGIGIGI 


err* a erfc a errra rr 
y Lay uayyay 


aaawaaaLya 


catoacacyu 


cgtcataatt 


3120 


cctgctattg 


ttaataacct 


taaggagtag 


ttgataaatt 


ataaaatttt 


aaaaagtcaa 


3180 


ttcagttcta 


gaaatagatt 


taaagaatat 


gaagttctat 


ctagtacttg 


agcagctgta 


3240 


tttcttttct 


acacattgat 


ggacttttaa 


tattttattc 


tcatttaata 


taaacctcat 


3300 


ctagggtata 


tacaaattaa 


aactgagaca 


cattggcttt 


gtaaatcagt 


atgtttttac 


3360 
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ataatggttt 


tgttagattt atttttccat 


cagtgaaaac 


atttcttaaa 


cacaaatttc 


34?0 


atttccattt 


aagcaatttg taagcaaagt 


ccaggtccat 


ttagtttttg gatatattta 


«J ■* O \J 


atgtttgtct 


cctgaagttt gtcttcatgt 


actgtaagat 


attagttgtc 


tttccatgtt 


3540 


ttaaatgtat 


gattatatag cacatatttt 


attagttgtt 


taataagagg 


taatacccat 


3600 


ctaggaaaga aattttatga agttaaatac aagtcttgaa tagtacattt 


tcacttctgt 


3660 


attcgaggga 


ctctaaaaat aaatattgct 


ccagaaaa 






3698 


<210> 14 

<211> 4057 

<212> DNA 

<213> Homo sapiens 










<4UU> 14 

gggagcagga 


gcctcgctgg ctgcttcgct 


cgcgctctac 


gcgctcagtc 


cccggcggta 


60 


gcaggagcct 


ggacccaggc gccggcggcg 


ggcgtgaggc 


gccggagccc 


ggcctcgagg 


120 


tgcataccgg 


acccccattc gcatctaaca 


aggaatctgc 


gccccagaga 


gtcccggacg 


180 


ccgccggtcg 


gtgcccggcg cgccgggcca tgcagcgacg gccgccgcgg agctccgagc 




agcggtagcg 


cccccctgta aagcggttcg 


ctatgccggg 


accactgtga 


accctgccgc 


300 

J U U 


ctgccggaac 


actcttcgct ccggaccagc tcagcctctg ataagctgga ctcggcacgc 


360 


ccgcaacaag 


caccgaggag ttaagagagc 


cgcaagcgca 


gggaaggcct 


ccccgcacgg 


420 


gtgggggaaa 


gcggccggtg cagcgcgggg 


acaggcactc 


gggctggcac 


tggctgctag 


480 


ggatgtcgtc 


ctggataagg tggcatggac 


ccgccatggc 


gcggctctgg 


ggcttctgct 


540 
j •* \j 


ggctggttgt 


gggcttctgg agggccgctt 


tcgcctgtcc 


cacgtcctgc 


aaatgcagtg 


600 


cctctcggat 


ctggtgcagc gacccttctc 


ctggcatcgt 


ggcatttccg 


agattggagc 


660 


ctaacagtgt 


agatcctgag aacatcaccg 


aaattttcat 


cgcaaaccag 


aaaaggttag 


720 


aaatcatcaa 


cgaagatgat gttgaagctt 


atgtgggact 


gagaaatctg 


acaattgtgg 


780 


attctggatt 


aaaatttgtg gctcataaag 


catttctgaa 


aaacagcaac 


ctgcagcaca 


840 


tcaattttac 


ccgaaacaaa ctgacgagtt 


tgtctaggaa 


acatttccgt 


caccttgact 




tgtctgaact 


gatcctggtg ggcaatccat 


ttacatgctc 


ctgtgacatt 


atgtggatca 




agactctcca 


agaggctaaa tccagtccag acactcagga tttgtactgc 


ctgaatgaaa 


-L \J \J 


gcagcaagaa 


tattcccctg gcaaacctgc agatacccaa 


ttgtggtttg 


ccatctgcaa 




atctggccgc 


acctaacctc actgtggagg 


aaggaaagtc 


tatcacatta 


tcctgtagtg 


1140 


tggcaggtga 


tccggttcct aatatgtatt 


gggatgttgg 


taacctggtt 


tccaaacata 


1200 


tgaatgaaac 


aagccacaca cagggctcct 


taaggataac 


taacatttca 


tccgatgaca 


1260 


gtgggaagca 


gatctcttgt gtggcggaaa atcttgtagg agaagatcaa gattctgtca 


1320 
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acctcactgt 


gcattttgca 


ccaactatca 


catttctcga 


atctccaacc 


tcagaccacc 


1380 


actggtgcat 


tccattcact 


gtgaaaggca 


accccaaacc 


agcgcttcag 


tggttctata 


1440 


acggggcaat 


attgaatgag 


tccaaataca 


tctgtactaa 


aatacatgtt 


accaatcaca 


1500 


cggagtacca 


cggctgcctc 


cagctggata 


atcccactca 


catgaacaat 


ggggactaca 


1560 


ctctaatagc 


caagaatgag 


tatgggaagg 


atgagaaaca 


gatttctgct 


cacttcatgg 


1620 


gctggcctgg 


aattgacgat 


ggtgcaaacc 


caaattatcc 


tgatgtaatt 


tatgaagatt 


1680 


atggaactgc 


agcgaatgac 


atcggggaca 


ccacgaacag 


aagtaatgaa 


atcccttcca 


1740 


cagacgtcac 


tgataaaacc 


ggtcgggaac 


atctctcggt 


ctatgctgtg 


gtggtgattg 


1800 


cgtctgtggt 


gggattttgc 


cttttggtaa 


tgctgtttct 


gcttaagttg 


gcaagacact 


1860 


ccaagtttgg 


catgaaagat 


ttctcatggt 


ttggatttgg 


gaaagtaaaa 


tcaagacaag 


1920 


gtgttggccc 


agcctccgtt 


atcagcaatg 


atgatgactc 


tgccagccca 


ctccatcaca 


1980 


tctccaatgg 


gagtaacact 


ccatcttctt 


cggaaggtgg 


cccagatgct 


gtcattattg 


2040 


gaatgaccaa 


gatccctgtc 


attgaaaatc 


cccagtactt 


tggcatcacc 


aacagtcagc 


2100 


tcaagccaga 


cacatttgtt 


cagcacatca 


agcgacataa 


cattgttctg 


aaaagggagc 


2160 


taggcgaagg 


agcctttgga 


aaagtgttcc 


tagctgaatg 


ctataacctc 


tgtcctgagc 


2220 


aggacaagat 


cttggtggca 


gtgaagaccc 


tgaaggatgc 


cagtgacaat 


gcacgcaagg 


2280 


acttccaccg 


tgaggccgag 


ctcctgacca 


acctccagca 


tgagcacatc 


gtcaagttct 


2340 


atggcgtctg 


cgtggagggc 


gaccccctca 


tcatggtctt 


tgagtacatg 


aagcatgggg 


2400 


acctcaacaa 


gttcctcagg 


gcacacggcc 


ctgatgccgt 


gctgatggct 


gagggcaacc 


2460 


cgcccacgga 


actgacgcag 


tcgcagatgc 


tgcatatagc 


ccagcagatc 


gccgcgggca 


2520 


tggtctacct 


ggcgtcccag 


cacttcgtgc 


accgcgattt 


ggccaccagg 


aactgcctgg 


2580 


tcggggagaa 


cttgctggtg 


aaaatcgggg 


actttgggat 


gtcccgggac 


gtgtacagca 


2640 


ctgactacta 


cagggtcggt 


ggccacacaa 


tgctgcccat 


tcgctggatg 


cctccagaga 


2700 


gcatcatgta 


caggaaattc 


acgacggaaa 


gcgacgtctg 


gagcctgggg 


gtcgtgttgt 


2760 


gggagatttt 


cacctatggc 


aaacagccct 


ggtaccagct 


gtcaaacaat 


gaggtgatag 


2820 


agtgtatcac 


tcagggccga 


gtcctgcagc 


gaccccgcac 


gtgcccccag 


gaggtgtatg 


2880 


agctgatgct 


ggggtgctgg 


cagcgagagc 


cccacatgag 


gaagaacatc 


aagggcatcc 


2940 


ataccctcct 


tcagaacttg 


gccaaggcat 


ctccggtcta 


cctggacatt 


ctaggctagg 


3000 


gcccttttcc 


ccagaccgat 


ccttcccaac 


gtactcctca 


gacgggctga 


gaggatgaac 


3060 


atcttttaac 


tgccgctgga 


ggccaccaag 


ctgctctcct 


tcactctgac 


agtattaaca 


3120 


tcaaagactc 


cgagaagctc 


tcgagggaag 


cagtgtgtac 


ttcttcatcc 


atagacacag 


3180 
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tattgacttc 


tttttggcat 


tatctctttc 


tctctttcca 


tctcccttgg 


ttgttccttt 


3240 


ttcttttttt 


aaattttctt 


tttcttcttt 


tttttcgtct 


tccctgcttc 


acgattctta 


3300 


ccctttcttt 


tgaatcaatc 


tggcttctgc 


attactatta 


actctgcata 


gacaaaggcc 


3360 


ttaacaaacg 


taatttgtta 


tatcagcaga 


cactccagtt 


tgcccaccac 


aactaacaat 


3420 


gccttgttgt 


attcctgcct 


ttgatgtgga 


tgaaaaaaag 


ggaaaacaaa 


tatttcactt 


3480 


aaactttgtc 


acttctgctg 


tacagatatc 


gagagtttct 


atggattcac 


ttctatttat 


3540 


ttattattat 


tactgttctt 


attgtttttg 


gatggcttaa 


gcctgtgtat 


aaaaaagaaa 


3600 


acttgtgttc 


aatctgtgaa 


gcctttatct 


atgggagatt 


aaaaccagag 


agaaagaaga 


3660 


tttattatga 


accgcaatat 


gggaggaaca 


aagacaacca 


ctgggatcag 


ctggtgtcag 


3720 


tccctactta 


ggaaatactc 


agcaactgtt 


agctgggaag 


aatgtattcg 


gcaccttccc 


3780 


ctgaggacct 


ttctgaggag 


taaaaagact 


actggcctct 


gtgccatgga 


tgattctttt 


3840 


cccatcacca 


gaaatgatag 


cgtgcagtag 


agagcaaaga 


tggcttccgt 


gagacacaag 


3900 


atggcgcata 


gtgtgctcgg 


acacagtttt 


gtcttcgtag 


gttgtgatga 


tagcactggt 


3960 


ttgtttctca 


agcgctatcc 


acagaacctt 


tgtcaacttc 


agttgaaaag aggtggattc 


4020 


atgtccagag 


ctcatttcgg 


ggtcaggtgg 


gaaagcc 






4057 



<210> 15 

<211> 1798 

<212> DNA 

<213> Homo sapiens 

<400> 15 



agacttgaac 


ttgaatctcg 


aaccactgca 


tctccgactc 


tgcccagact 


cttcactccg 


60 


cggcaccctc 


aaaccccagc 


ccaggccggg 


gcgcacaagc 


cagccagcgc 


acctgcagtc 


120 


ctcgcccgga 


cgcgccgcgc 


cccctcggaa 


ccaggctctg ctccgagcag ccttcgcccc 


180 


tcaagccagc 


cacagtcccc 


gccaggccgg 


gtgggcgtca 


agatgaaggc 


ggcccgcttc 


240 


gtgctgcgca 


gcgctggctc 


gctcaacggc 


gccggcctgg 


tgccccgaga 


ggtggagcat 


300 


ttctcgcgct 


acagcccgtc 


cccgctgtcc 


atgaagcagc 


tactggactt 


tggttcagaa 


360 


aatgcatgtg 


aaagaacttc 


ttttgcattt 


ttgcgacaag 


aattgcctgt 


gagactcgcc 


420 


aacattctga 


aggaaattga 


tatcctcccg 


acccaattag 


taaatacctc 


ttcagtgcaa 


480 


ttggttaaaa 


gctggtatat 


acagagcctg 


atggatttgg 


tggaattcca 


tgagaaaagc 


540 


ccagatgacc 


agaaagcatt 


atcagacttt 


gtagatacac 


tcatcaaagt 


tcgaaataga 


600 


caccataatg 


tagtccctac 


aatggcacaa 


ggaatcatag 


agtataaaga 


tgcctgtaca 


660 


gttgacccag 


tcaccaatca 


aaatcttcaa 


tatttcttgg 


atcgatttta 


catgaaccgt 


720 
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atttctactc ggatgctgat 
aacccaagcc acattggaag 
gcctttgagt gttcaaggat 
cttacacaag tgaatggaaa 
cacctccatc atatgctctt 
caggaaaatc agccttccct 
cttaccatta agatttcaga 
tttagttata catactccac 
ttggctggtt ttggttacgg 
gatctgaatc tctactcttt 
ttgtcttctg agtctataga 
cagatgagct ctgaggctga 
aaagaagtgg ccatgtgaag 
caccagtgct gcttcctgaa 
agcaacgaaa actccttaat 
acccaggaga acttagtgca 
aatgtagaat aactcctgag 
ctgtttttga taagaataag 

<210> 16 

<211> 1976 

<212> DNA 

<213> Homo sapiens 

<400> 16 

caggactccc gtgaggggga 
agtcgcccca gggcttcccc 
gaacttaccg tctaccggga 
ggcgagacgg cccgatcgcc 
tagctcaggg acaccctgga 
actgaagctg ttgggccagg 
tgcccacgga gggcaccccg 
tccgccacgc agaacctgga 
cacctccgcc ccctgccaag 
caggctggca ccagctgcag 
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gaaccagcac 


actcctiacat 


tcagcgactc 


acagacagga 


780 


cat cgatcct 


aactgtgatg 


tggtagcagt 


ggtccaagat 


840 


gctctgtgat 


cagtatcact 


tatcatctcc 


agaattaaag 


900 


atttccagac 


caaccaattc 


acatcgtgta 


tgttccttct 


960 


cgaactattt 


aagaatgcaa 


tgcgggcaac 


agttgaacac 


1020 


tacaccaata 


gaggttattg 


ttgtcttggg 


aaaagaagac 


1080 


cagaggaggt 


ggtgttcccc 


tgagaattat 


tgaccgcctc 


1140 


tgcaccaacg 


cctgtgatgg 


ataattcccg 


gaatgetect 


1200 


cttgccaatt 


tctcgtctgt 


atgcaaagta 


ctttcaagga 


1260 


atcaggatat 


ggaacagatg 


ctatcatcta 


cttaaaggct 


1320 


aaaacttcca 


gtttttaaca 


agtcagcctt 


caaacattat 


1380 


tgactggtgt 


atcccaagca 


gggaaccaaa 


gaacctggca 


1440 


agggacactc 


aggacacttt 


acgggatcaa 


agtgggtcta 


1500 


tgtttgcgtg 


tgaacccttg 


tttcctccaa 


aacaaacgac 


1560 


cagaacactg 


atccaatgag 


gaatggagct 


tgtttctgtg 


1620 


agactacagg 


agttaacaga 


tggccagctc 


cttatttttt 


1680 


tttatatcaa 


atcctgaaga 


aataagcctc 


agttttccat 


1740 


aaagggagtg 


agtgtgaaga 


tggtggttag 


cagtttcg 


1798 


acggcccgtg 


aacgcgcgcg 


gage tgc teg 


cgccccgccc 


60 


acacccacgg 


agtgaagtca 


gccgcggccc 


tgcctgggag 


120 


aaggtggcca 


gcagatgtgt 


cgggcctggt 


gagagggtga 


180 


cagggccccg 


gaagctgcgg 


aggtcacccc 


cgcctggcct 


240 


ttcacgtggg 


agcccctgct 


cctgcctccc 


ccgtcccacc 


300 


ccagtcatgc 


tagaacggcc 


tcctgcactg 


gccatgccca 


360 


ccacctctga 


gtggcacccc 


catcccagtc 


ccagcctact 


420 


ttctccctca 


agaggcccag 


ggggctcagc 


cggagcctcc 


480 


ggcagcattc 


ccatcagccg 


cctcttccct 


cctcggaccc 


540 


ccccggcggg 


tgtcattccg 


gggegaggee 


tcagagactc 


600 
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tgcagagccc tgggtatgac ccaagccggc cagagtcctt cttccagcag agcttccaga 660 

ggctcagccg cctgggccat ggctcctacg gagaggtctt caaggtgcgc tccaaggagg 720 

acggccggct ctatgcggta aagcgttcca tgtcaccatt ccggggcccc aaggaccggg 780 

cccgcaagtt ggccgaggtg ggcagccacg agaaggtggg gcagcaccca tgctgcgtgc 840 

ggctggagca ggcctgggag gagggcggca tcctgtacct gcagacggag ctgtgcgggc 900 

ccagcctgca gcaacactgt gaagcctggg gtgccagcct gcctgaggcc caggtctggg 960 

gctacctgcg ggacacgctg cttgccctgg cccatctgca cagccagggc ctggtgcacc 1020 

ttgatgtcaa gcctgccaac atcttcctgg ggccccgggg ccgctgcaag ctgggtgact 1080 

tcggactgct ggtggagctg ggtacagcag gagctggtga ggtccaggag ggagaccccc 1140 

gctacatggc ccccgagctg ctgcagggct cctatgggac agcagcggat gtgttcagtc 1200 

tgggcctcac catcctggaa gtggcatgca acatggagct gccccacggt ggggagggct 1260 

ggcagcagct gcgccagggc tacctgcccc ctgagttcac tgccggtctg tcttccgagc 1320 

tgcgttctgt ccttgtcatg atgctggagc cagaccccaa gctgcgggcc acggccgagg 1380 

ccctgctggc actgcctgtg ttgaggcagc cgcgggcctg gggtgtgctg tggtgcatgg 1440 

cagcggaggc cctgagccga gggtgggccc tgtggcaggc cctgcttgcc ctgctctgct 1500 

ggctctggca tgggctggct caccctgcca gctggctaca gcccctgggc ccgccagcca 1560 

ccccgcctga ctcaccaccc tgcagtttgc tcctggacag cagcttctcc agcaactggg 1620 

atgacgacag cctagggcct tcactctccc ctgaggctgt cctggcccgg actgtgggga 1680 

gcacctccac cccccggagc aggtgcacac ccagggatgc cctggaccta agtgacatca 1740 

actcagagcc tcctcggggc tccttcccct cctttgagcc tcggaacctc ctcagcatgt 1800 

ttgaggacac cctagaccca acctgagccc cagattctgc ctctgcactt ttaacctttt 1860 

atcctgtgtc tctcccgtcg cccttgaaag ctggggcccc tcgggaactc ccatggtctt 1920 

ctctgcctgg ccgtgtctaa taaaaagtat ttgaaccttg aaaaaaaaaa aagaag 1976 

<210> 17 

<211> 2945 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ccagcccccc ttcccttccc tgaccccttc ttgccatcgc cccagacatg gggaacgcgg 60 

cgaccgccaa gaaaggcagc gaggtggaga gcgtgaaaga gtttctagcc aaagccaaag 120 

aagacttttt gaaaaaatgg gagaatccaa ctcagaataa tgccggactt gaagattttg 180 

aaaggaaaaa aacccttgga acaggttcat ttggaagagt catgttggta aaacacaaag 240 
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ccactgaaca 


gtattatgcc 


atgaagatct 


tagataagca 


gaaggttgtt 


aaac tgaagc 


300 


aaatagagca 


tactttgaat 


gagaaaagaa 


tattacaggc 


agtgaatttt 


cctttcctta 


360 


ttcgactgga 


gtatgctttt 


aaggataatt 


ctaatttata 


catggttatg 


Qaatatatcc 


420 


ctgggggtga 


aatgttttca 


catctaagaa 


gaattggaag 


gttcagtgag 


ccccatcr cac 


480 


ggttctatgc 


agctcagata 


gtgctaacat 


tcgagtacct 


ccattcacta 


gacc tea tct 


540 


acagagatct 


aaaacctgaa 


aatctcttaa 


ttgaccatca 


aggctatatc 


caggtcacag 


600 


actttgggtt 


tgccaaaaga 


gttaaaggca 


gaacttggac 


attatgtgga 


ac tccacracrt 


660 


atttggctcc 


agaaataatt 


ctcagcaagg 


gctacaataa 


crcrcaataaat 




720 


taggagtgct 


aatctatgaa 


atggcagctg 


gctatccccc 


at tct t tgea 


craccaaccaa 


780 


ttcagattta 


tgaaaagatt 


gtttctggaa 


aggtccgatt 


cccatcccac 


ttcagttcag 


840 


atctcaagga 


ccttctacgg 


aacctgctgc 


aggtggattt 


gaccaagaga 


tttaoaaatc 


900 


taaagaatgg 


tgtcagtgat 


ataaaaactc 


acaagtggtt 


tgccacgaca 


era 1 1 craa 1 1 a 


960 


ctatttacca 


gaggaaggtt 


gaagctccat 


tcataccaaa 


a t ttaaaaac 


tctooaaata 


1020 


ccagcaactt 


tgatgactat 


gaagaagaag 


atatccgtgt 


ctctataaca 


aaaaaatota 


1080 


caaaagaatt 


tggtgaattt 


taaagaggaa 


caagatgaca 


tctgagctca 


cac teacrfcert 


1140 


ttgcactctg 


ttgagagata 


aggtagagct 


gagaccgtcc 


t tcrttcraaac 


acr t tacctaa 


1200 


ttccttcatt 


ccaacgactg 


agtgaggtct 


ttattgccat 


catccgtgtg 


cgcactctgc 


1260 


atccacctat 


gtaacaaggc 


accgctaagc 


aagcattgtc 


tgtgccataa 


cacagtacta 


1320 


gaccactttc 


ttacttctct 


ttgggttgtc 


tttctcctct 


cctacatcca 


tttcttcctt 


1380 


ttcaatttca 


ttggttttct 


ctaaacagtg 


ctccatttta 


ttttgttggt 


otttcaaato 


1440 


ggcagtgtta 


tggctacgtg 


atatttgaag 


ggaaggataa 


cjtattacttt 


caataattat 


1500 


tgccaatatt 


gttgttggtc 


aatggcttga 


agataaactt 


tctaataatt 


attatttctt 


1560 


tgagtagctc 


agacttggtt 


ttgccaaaac 


tcttggtaat 


tt t tgaagat 


agactgtc t t 


1620 


atcaccaagg 


aaatttatac 


aaattaagac 


taactttctt 


ggaattcact 


attctggcaa 


1680 


taaattttgg 


tagactaata 


cagtacagct 


agacccagaa 


at t tooaacrcf 


c tcr t aaatca 


1740 


gaggttctag 


ttccctttcc 


ctccttttat 


atcctcctct 


cc tfccracrfcaa 


toaacr^cracr 


1800 

x o \j v 


agcctgtgta 


gtgtgacaaa 


cgtgtctcat 


t c acre acroraa 


aaactaataa 


t" a t crcra t - f* a t" 


Awvu 


cacccagatt 


ctctcacttg 


gtaccagcat 


ttctgtaggt 


attagagaag 


agttctaagt 


1920 


tttctaaacc 


ttaactgttc 


cttaaggatt 


ttagccagta 


ttttaataga 


acatgattaa 


1980 


tgaaagtgac 


aaattttaaa 


ttttctctaa 


tagtcctcat 


cataaacttt 


ttaaaggaaa 


2040 


ataagcaaac 


taaaaagaac 


attggtttag 


ataaatactt 


atactttgea 


aagtcaaaaa 


2100 
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tggcttgatt 


tttggaaaca 


atatagaggt 


_ i_ 4_ _ _ 4_ —s >- f- t~ 

attcatatcc 


aaa ugaggg u 


tcacatccgc 


91 fin 

z jl o u 


tttgttttgt 


aaccgttaaa 


aagaagt tgt 


ctccagctaa 




y caccacacc 




tgtgagccta 


gggtaggggc 


actgctgcaa 


4- 4- ^ t- t-t i~ t- ¥- 

CCCCtgCCtt 


CaCCCCatgC 


c tcatcaatg 


A & O V 


aggaaaggga 


acaaagtgta 


taaaacctgc 


cacaac ugca 


tcccaaLtci. 


gaggcacgac 




attttcagat 


atttcataat 


ttctaacctc 


tgttctccca 


gtaaacagaa 


cgcccgaccg 




atcatgcaga 


tacaatgttg 


gtatttgaga 


ggttagtttt 


tttcctacac 


tcttttttgc 


*> >i c f\ 

Z40U 


caactgactt 


aacaacattg 


ctgtcaggtg 


gaaatttcaa 


gcacttttgc 


acatttagct 


neon 
zjZU 


cagtgtttgt 


tgagaatcca 


tggcttaacc 


cacctgctt t 


gccacccttu 


uctutgcttt 


ZjOU 


taattttccc 


catctgattt 


tatctctgcg 


cttcagtgac 


ctacc t taaa 


acaacacacg 




agaagagtta 


aactgggttc 


attttaacga 


tcaatttacc 


tgcatataaa 


_ 4_ i_ 4 > 4_4_4-4-4- 


Z / u u 


aatcaagctg 


atcttaatgt 


atataatcat 


tctatttgct 


ttattatcgg 


tgcaggtagg 


2/oU 


tcattaacac 


cacttctttt 


catctgtacc 


acaccctggt 


gaaacctttg 


aagacataaa 


2820 


aaaaacctgt 


ctgagatgtt 


ctttctacca 


atctatatgt 


ctttcggtta 


tcaagtgttt 


2880 


ctgcatggta 


atgtcatgta 


aatgctgata 


ttgatttcac 


tggtccatct 


atatttaaaa 


2940 


cgtgc 












2945 



<210> 18 

<211> 2549 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi s c_f e a t ur e 

<222> (6).. (6) 

<223> n is a, c, g, or t 

<400> 18 

cagtgngctc cgggccgccg gccgcagcca gcacccgccg cgccgcagct ccgggaccgg 60 

ccccggccgc cgccgccgcg atgggcaacg ccgccgccgc caagaagggc agegagcagg 120 

agagcgtgaa agaattctta gccaaagcca aagaagattt tcttaaaaaa tgggaaagtc 180 

ccgctcagaa cacagcccac ttggatcagt ttgaacgaat caagaccctc ggcaeggget 240 

ccttcgggcg ggtgatgctg gtgaaacaca aggagacegg gaaccactat gecatgaaga 300 

tcctcgacaa acagaaggtg gtgaaactga aacagatcga acacaccctg aatgaaaagc 360 

gcatcctgca agctgtcaac tttccgttcc tegtcaaact cgagttctcc ttcaaggaca 420 

actcaaactt atacatggtc atggagtacg tgcccggcgg ggagatgttc tcacacctac 480 

ggeggategg aaggttcagt gagccccatg cccgtttcta cgcggcccag ategtcctga 540 

cctttgagta tctgcactcg ctggatctca tctacaggga cctgaagccg gagaatctgc 600 
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tcattgacca 


gcagggctac 


attcaggtga cagacttcgg tttcgccaag cgcgtgaagg 


660 


gccgcacttg gaccttgtgc 


ggcacccctg 


agtacctggc 


ccctgagatt 


atcctgagca 


720 


aaggctacaa 


caaggccgtg 


gactggtggg 


ccctgggggt 


tcttatctat 


gaaatggccg 


780 


ctggctaccc 


gcccttcttc 


gcagaccagc 


ccatccagat 


ctatgagaag atcgtctctg 


840 


ggaaggtgcg 


cttcccttcc 


cacttcagct 


ctgacttgaa 


ggacctgctg 


cggaacctcc 


900 


tgcaggtaga 


tctcaccaag 


cgctttggga 


acctcaagaa 


tggggtcaac 


gatatcaaga 


960 


accacaagtg 


gtttgccaca 


actgactgga 


ttgccatcta 


ccagaggaag 


gtggaagctc 


1020 


ccttcatacc 


aaagtttaaa 


ggccctgggg 


atacgagtaa 


ctttgacgac 


tatgaggaag 


1080 


aagaaatccg 


ggtctccatc 


aatgagaagt 


gtggcaagga 


gttttctgag 


ttttaggggc 


1140 


atgcctgtgc 


ccccatgggt 


tttctttttt 


cttttttctt 


ttttttggtc 


gggggggtgg 


1200 


gagggttgga 


ttgaacagcc 


agagggcccc 


agagttcctt 


gcatctaatt 


tcacccccac 


1260 


cccaccctcc 


agggttaggg 


ggagcaggaa 


gcccagataa 


tcagagggac 


agaaacacca 


1320 


gctgctcccc 


ctcatcccct 


tcaccctcct 


gccccctctc 


ccacttttcc 


cttcctcttt 


1380 


ccccacagcc 


ccccagcccc 


tcagccctcc 


cagcccactt 


ctgcctgttt 


taaacgagtt 


1440 


tctcaactcc 


agtcagacca 


ggtcttgctg gtgtatccag ggacagggta tggaaagagg 


1500 


ggctcacgct 


taactccagc 


ccccacccac 


acccccatcc 


cacccaacca 


caggccccac 


1560 


ttgctaaggg 


caaatgaacg 


aagcgccaac 


cttcctttcg 


gagtaatcct 


gcctgggaag 


1620 


gagagatttt 


tagtgacatg 


ttcagtgggt 


tgcttgctag 


aattttttta 


aaaaaacaac 


1680 


aatttaaaat 


cttatttaag 


ttccaccagt gcctccctcc 


ctccttcctc 


tactcccacc 


1740 


cctcccatgt 


ccccccattc 


ctcaaatcca 


ttttaaagag aagcagactg actttggaaa 


1800 


gggaggcgct 


ggggtttgaa 


cctccccgct 


gctaatctcc 


cctgggcccc 


tccccgggga 


1860 


atcctctctg 


ccaatcctgc 


gagggtctag 


gcccctttag 


gaagcctccg 


ctctcttttt 


1920 


ccccaacaga 


cctgtcttca 


cccttgggct 


ttgaaagcca 


gacaaagcag 


ctgcccctct 


1980 


ccctgccaaa 


gaggagtcat 


cccccaaaaa 


gacagagggg 


gagccccaag 


cccaagtctt 


2040 


tcctcccagc 


agcgtttccc 


cccaactcct 


taattttatt 


ctccgctaga 


ttttaacgtc 


2100 


cagccttccc 


tcagctgagt 


ggggagggca 


tccctgcaaa 


agggaacaga 


agaggccaag 


2160 


tccccccaag 


ccacggcccg 


gggttcaagg 


ctagagctgc 


tggggagggg 


ctgcctgttt 


2220 


tactcaccca 


ccagcttccg 


cctcccccat 


cctgggcgcc 


cctcctccag 


cttagctgtc 


2280 


agctgtccat 


cacctctccc 


ccactttctc 


atttgtgctt 


ttttctctcg 


taatagaaaa 


2340 


gtggggagcc 


gctggggagc 


caccccattc 


atccccgtat 


ttccccctct 


cataacttct 


2400 


ccccatccca 


ggaggagttc 


tcaggcctgg ggtggggccc 


cgggtgggtg 


cgggggcgat 


2460 
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tcaacctgtg tgctgcgaag gacgagactt cctcttgaac agtgtgctgt tgtaaacata 2520 
tttgaaaact attaccaata aagtttgtt 2549 

<210> 19 

<211> 2245 

<212> DNA 

<213> Homo sapiens 

<400> 19 



aaaccaaaao 


o t aa t fc crcr crcr 


crcr crcr a rra t~ cr 
yyyy***" a *y 


erf* era rnh^t- 


4- r»pfrr<rnr»a a 

UL.Ltyyyt.aa 


cgaccccdcg 


oU 


crccrtc tcaaa 


accrfccrcrccaa 

»v*y wyy wwaci 


wwywi.i^wyww 


w y w aaay y y y 


LytLyayyua 


gaagaacgcg 


1 o rt 


cacaacrcrtcra 

wt*wyc*y y vyvi 


ay y Qu^QvQa 


auuuci ii>yLy 




a ft a /™t ^* a /~> 

ayCaycccac 


cttctgcagc 


1 Q A 

loU 






yyyyttcggg 


a a a r* a a fifrf* \~ 

daaCaaygc u 


CCCdy LyCCd 


agettgetgt 


240 


tttotcrcrtcc 


acaanacrata 




crt- t- a C t- 1- t- 1- 1- 


CLtytccygy 


ugcggacaag 


JUU 


ggacccgaca 


ctcratoaccc 


cacrcracrcaacr 


canaacrt* t"f*a 


aaacwwawaw 


4- H aorrrra a ftr* 

w LaLyyadyc 




cccaccttct 


ocoatcactcr 


t aaa t c ac t cr 

«yyy w aw i» y 


c* t" r* t" a t* crcr a c 
Vfifvua i.y y aw 


l. L.a L.wv_a u-wa 


s rrrtrta 4* m aaa 

dgy y a tgaaa 


ii o n 


totoacacct 


Of era t~ a t~ era a 


wy u. Lvo^goy 


t-dd LytyULa 


^ ^ a a f*r*f* 
tCaatyiCCC 


cagee ucege 


A Q A 


ciaaat create 


acar fccracra a 


y a yyyyy^yy 


QUI LaLu L- del 


a f*Tf*rf~* /-r a ^Trrt" 


4* rrn 4— yva 4- rr a a 

LyCCgdLydd 




aaactccatcr 


i»waway lciv^ 


arra I - /Yf'a a a a 

ay ci L.y waaaa 


aat*/"^^aa^/"^y* 


CLdtyydLCC 


aaaegggetc 


£ A A 


tcaaa tec tt 


atcrtcraacrcfc 


y aaau llciul 


ww uyaULCud 


a rta a f" rta a a 

agaatyaaag 


caagcaaaaa 


boU 


accaaaacca 


tccactccac 

i^wwy w v«.wwt*w 


aw UduaLLLy 


way Lyydduy 


ay LCCLLtdC 


a 4- 4- /** a a a ^ 

ac tcaaa u eg 


T5 A 


aaacct t cag 


acaaaaacrcr 


a c* era c t~ cr t~ c t" 


y uayaaa l.w l. 


yy gac uggga 


mr a a y« a a a 

tcy aacaaca 


/oU 


acrcr aa fcer ac t 

**y y **** w ^ UV w 


v.wai>yyyai~w 


ww w l> w ww L. w w 


rift <*r t* ^ l~ rrtrr 

yydy uttcyy 


a fx f* ♦* /ta a a 

agcugaugaa 


gatgccggcc 


O >l A 


acrfccrcrafccrcrt" 


A f* a a. <r 1" t~ or* t~ 


haarraarraa 


fra a /*t/y+" <*ra /"»4* 


a 4 s a a a y^y* 4* 

dCLdCddCyt 


acccat tccg 


AAA 


gaaggggacg 


aggaaggaaa 


catggaactc 


aggcagaaat 


tcgagaaagc 


caaacttggc 


960 


cctgctggca 


acaaagtcat 


cagtccctct 


gaagacagga 


aacaaccttc 


caacaacctt 


1020 


gaccgagtga 


aactcaegga 


cttcaatttc 


ctcatggtgt 


tgggaaaggg 


gagttttgga 


1080 


aaggtgatgc 


ttgccgacag 


gaagggcaca 


gaagaactgt 


atgcaatcaa 


aatcctgaag 


1140 


aaggatgtgg 


tgattcagga 


tgatgacgtg 


gagtgeacca 


tggtagaaaa 


gcgagtcttg 


1200 


gccctgcttg 


acaaaccccc 


gttcttgacg 


cagctgcact 


cctgcttcca 


gacagtggat 


1260 


eggctgtact 


tcgtcatgga 


atatgtcaac 


ggtggggacc 


tcatgtacca 


cattcagcaa 


1320 


gtaggaaaat 


ttaaggaacc 


acaagcagta 


ttctatgegg 


cagagatttc 


categgattg 


1380 


ttctttcttc 


ataaaagagg 


aatcatttat 


agggatctga 


agttagataa 


cgtcatgttg 


1440 


gattcagaag 


gacatatcaa 


aattgetgae 


tttgggatgt 


gcaaggaaca 


catgatggat 


1500 
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ggagtcacga 


ccaggacccc 


ctotoaaact 


v_ ay a. u lcxlci 


uuy\«*vV»Vi>ciyci 


gataatcgee 


1 c ^ o 

1560 


tatcagccgt 


atggaaaatc 


cgc craac t oa 


t~ crcrnf r* t~ a t~ <r 


y »_ k_ v_ i-y u. 


gtacgaaacg 


lozU 


cctgccgggc 


agcccccacc 


toataataaa 


Cfa t" na a rrai f^rr 
y a L.y aay auy 


a rr/"* t~ a t~ t~ t" 

Qy LuQU 1— C d 


g lc caeca eg 




gagcacaacg 


tttcctatcc 


aaaatccttg 


t c c aa cf oa crcr 

wvv«aay yayy 


c fc a fc fc t c t a t" 


ctycaaagga 




ccgatgacca 


aacacccagc 


caacxcocrcticr 


yy *- *-y t>yyyc 


ccgaggggga 


gagggaegtg 


1 o n n 
1800 


agagagcatg 


ccttcttccg 




Lyyy aadoaC 


eggagaacag 


ggagatccag 


1860 


ccaccattca 


agcccaaagc 




y y ciy Ccty ay a. 


aCCCCyaCaa 


gccctccaca 


1920 


cgaggacagc 


ccgtcttaac 


accacc fcaat" 




4— rt/~* ^ a a ^» a 

LtyC LaawaC 


agaccag tct 


i n n a 

1980 


ga etc 1 gaag 


ggt tctcgca 


totcaaecrr 


^t*y 1 1 ty uyc 


aCCCCaUCtL 


acagagtgea 


2040 


gtatgaaact 


caccagcgag 


aacaaacacc 


tccccagccc 


ccagccctcc 


ccgcagtgga 


2100 


agcgaatccc 


taaccctaaa 


attttaaggc 


cacggcccgt 


gtctgattcc 


atatggaggc 


2160 


ctgaaaattg 


tagggttatt 


agtccaaatg 


tgatcaactg 


ttcagggtct 


ctctcttaca 


2220 


accaagaaca 


ttatcttagt 


ggaag 








2245 



<210> 20 

<211> 2104 

<212> DNA 

<213> Homo sapiens 

<400> 20 



tgccgccgcg 


acccttggcg 


cctgcccctg 


caaegggage 


cccactgcag 


gccccaccat 


60 


ggcgccgttc 


ctgcgcatcg 


cccccaaccc 


ctatgagctg 


ggctccctgc 


aggecgagga 


120 


egaggegaac 


cagcccttct 


gtgccgtgaa 


gatgaaggag 


gcgctcagca 


cagagcgtgg 


180 


gaaaacactg 


gtgeagaaga 


agccgaccat 


gtatcctgag 


tggaagtcga 


cgttcgatgc 


240 


ccacatctat 


gaggggegeg 


tcatccagat 


tgtgctaatg 


egggcagcag 


aggagecagt 


300 


gtctgaggtg 


accgtgggtg 


tgtcggtgct 


ggccgagcgc 


tgcaagaaga 


acaatggcaa 


360 


ggctgagttc 


tggctggacc 


tgcagcctca 


ggccaaggtg 


ttgatgtctg 


ttcagtattt 


420 


cctggaggac 


gtggattgca 


aacaatctat 


gcgcagtgag 


gaegaggeca 


agttcccaac 


480 


gatgaacege 


cgcggagcca 


tcaaacaggc 


caaaatccac 


tacatcaaga 


accatgagtt 


540 


caccgccacc 


ttctttgggc 


aacccacctt 


ctgttctgtg 


tgcaaagact 


ttgtctgggg 


600 


cctcaacaag 


caaggctaca 


aatgeaggea 


atgtaacgct 


gccatccaca 


agaaatgeat 


660 


cgacaagatc 


ateggcagat 


gcactggcac 


cgcggccaac 


ageegggaca 


ctatattcca 


720 


gaaagaaege 


ttcaacatcg 


acatgccgca 


ccgcttcaag 


gttcacaact 


acatgagccc 


780 


caccttctgt 


gaccactgcg 


gcagcctgct 


ctggggaccg 


gtgaagcagg 


gattaaagtg 


840 


tgaagactgc 


ggcatgaatg 


tgcaccataa 


atgeegggag 


aaggtggcca 


acctctgcgg 


900 
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catcaaccag aagcttttgg ctgaggcctt gaaccaagtc acccagagag cctcccggag 960 

atcagactca gcctcctcag agcctgttgg gatatatcag ggtttcgaga agaagaccgg 1020 

agttgctggg gaggacatgc aagacaacag tgggacctac ggcaagatct gggagggcag 1080 

cagcaagtgc aacatcaaca acttcatctt ccacaaggtc ctgggcaaag gcagcttcgg 1140 

gaaggtgctg cttggagagc tgaagggcag aggagagtac tctgccatca aggccctcaa 1200 

gaaggatgtg gtcctgatcg acgacgacgt ggagtgcacc atggttgaga agcgggtgct 1260 

gacacttgcc gcagagaatc cctttctcac ccacctcatc tgcaccttcc agaccaagga 1320 

ccacctgttc tttgtgatgg agttcctcaa cgggggggac ctgatgtacc acatccagga 1380 

caaaggccgc tttgaactct accgtgccac gttttatgcc gctgagataa tgtgtggact 1440 

gcagtttcta cacagcaagg gcatcattta cagggacctc aaactggaca atgtgctgtt 1500 

ggaccgggat ggccacatca agattgccga ctttgggatg tgcaaagaga acatattcgg 1560 

ggagagccgg gccagcacct tctgcggcac ccctgactat atcgcccctg agatcctaca 1620 

gggcctgaag tacacattct ctgtggactg gtggtctttc ggggtccttc tgtacgagat 1680 

gctcattggc cagtccccct tccatggtga tgatgaggat gaactcttcg agtccatccg 1740 

tgtggacacg ccacattatc cccgctggat caccaaggag tccaaggaca tcctggagaa 1800 

gctctttgaa agggaaccaa ccaagaggct gggaatgacg ggaaacatca aaatccaccc 1860 

cttcttcaag accataaact ggactctgct ggaaaagcgg aggttggagc cacccttcag 1920 

gcccaaagtg aagtcaccca gagactacag taactttgac caggagttcc tgaacgagaa 1980 

ggcgcgcctc tcctacagcg acaagaacct catcgactcc atggaccagt ctgcattcgc 2040 

tggcttctcc tttgtgaacc ccaaattcga gcacctcctg gaagattgag gttcctggac 2100 

agat 2104 

<210> 21 

<211> 1574 

<212> DNA 

<213> Homo sapiens 

<400> 21 

gacagcctcc gccacatcct ccacctctct tggtccagcg agcgttgccg ggccagggtc 60 

aagcggaggg ctccgacggc gcggacggag cgaagcgccg agccatggcg caccaaacgg 120 

gcatccacgc cacggaagag ctgaaggaat tctttgccaa ggcacgggct ggctctgtgc 180 

ggctcatcaa ggttgtgatt gaggacgagc agctcgtgct gggtgcctcg caggagccag 240 

taggccgctg ggatcaggac tatgacaggg ccgtgctgcc actgctggac gcccagcagc 300 

cctgctacct gctctaccgc ctcgactcac agaatgctca gggcttcgaa tggctcttcc 360 
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tcgcctggtc gcctgataac tcccccgtgc ggctgaagat gctgtacgcg gccacgcggg 420 

ccacagtgaa aaaggagttt ggaggtggcc acatcaagga tgagctcttc gggactgtga 480 

aggatgacct ctcttttgct gggtaccaga aacacctgtc gtcctgtgcg gcacctgccc 540 

cgctgacctc ggctgagaga gagctccagc agatccgcat taacgaggtg aagacagaga 600 

tcagtgtgga aagcaagcac cagaccctgc agggcctcgc cttccccctg cagcctgagg 660 

cccagcgggc actccagcag ctcaagcaga aaatggtcaa ctacatccag atgaagctgg 720 

acctagagcg ggaaaccatt gagctggtgc acacagagcc cacggatgtg gcccagctgc 780 

cctcccgggt gccccgagat gctgcccgct accacttctt cctctacaag cacacccatg 840 

agggcgaccc ccttgagtct gtagtgttca tctactccat gccggggtac aagtgcagca 900 

tcaaggagcg aatgctctac tccagctgca agagccgcct cctcgactcc gtggagcagg 960 

acttccatct ggagatcgcc aagaaaattg agattggcga tggggcagag ctgacggcag 1020 

agttcctcta cgacgaggtg caccccaagc aacacgcctt caagcaggcc ttcgccaagc 1080 

ccaagggccc agggggcaag cggggccata agcgcctcat ccgcggcccg ggtgaaaatg 1140 

gggatgacag ctaggaggct ggagcagggc cggccacgtg tggactgtgg ggctgcccac 1200 

cttccgctcc ctgccaccat cctccttcct gggctccagg aaagtgtttc tgggaggtca 1260 

ggagggctgg cagctgaacg cacttgcagc gtccgagggc caccgggctg gcattttgtg 1320 

acccttccct gttgctgtcc ctgcatctcg tctgtgtgcc cagggtgtcc ggggaccctg .1380 

cctggctggc ttaagggggc tgggtcaggg gcctggcatg aacctggcct cccggggagc 1440 

tgagactagg gtcccagcac agcccagaaa cctttggcca caagaagtgg ggtcagtcag 1500 

ggctggggca ggggtcactg cagtttggga tggttgaatg ctgtattttc taaagaataa 1560 

aatattttta aatc 1574 

<210> 22 

<211> 3000 

<212> DNA 

<213> Homo sapiens 

<400> 22 

ccgccggccg gggcgcctgg ctgcactcag cgccggagcc gggagctagc ggccgccgcc 60 

atgtcccacc agaccggcat ccaagcaagt gaagatgtta aagagatctt tgccagagcc 120 

agaaatggaa agtacagact tctgaaaata tctattgaaa atgagcaact tgtgattgga 180 

tcatatagtc agccttcaga ttcctgggat aaggattatg attcctttgt tttacccctg 240 

ttggaggaca aacaaccatg ctatatatta ttcaggttag attctcagaa tgcccaggga 300 

tatgaatgga tattcattgc atggtctcca gatcattctc atgttcgtca aaaaatgttg 360 

tatgcagcaa caagagcaac tctgaagaag gaatttggag gtggccacat taaagatgaa 420 
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gtatttggaa 


cagtaaagga 


agatgtatca 


ttacatggat 


ataaaaaata 


cttgctgtca 


480 


caatcttccc 


ctgccccact 


gactgcagct 


gaggaagaac 


tacgacagat 


taaaatcaat 


540 


gaggtacaga 


ctgacgtggg 


tgtggacact 


aagcatcaaa 


cactacaagg 


agtagcattt 


600 


cccatttctc 


gagaagcctt 


tcaggctttg 


gaaaaattga 


ataatagaca 


gctcaactat 


660 


gtgcagttgg 


aaatagatat 


aaaaaatgaa 


attataattt 


tggccaacac 


aacaaataca 


720 


gaactgaaag 


atttgccaaa 


gaggattccc 


aaggattcag 


ctcgttacca 


tttctttctg 


780 


tataaacatt 


cccatgaagg agactattta 


gagtccatag 


tttttattta 


ttcaatgcct 


840 


ggatacacat 


gcagtataag 


agagcggatg 


ctgtattcta 


gctgcaagag 


ccgtctgcta 


900 


gaaattgtag 


aaagacaact 


acaaatggat 


gtaattagaa 


agatcgagat 


agacaatggg 


960 


gatgagttga 


ctgcagactt 


cctttatgaa 


gaagtacatc 


ccaagcagca 


tgcacacaag 


1020 


caaagttttg 


caaaaccaaa 


aggtcctgca 


ggaaaaagag 


gaattcgaag 


actaattagg 


1080 


ggcccagcgg 


aaactgaagc 


tactactgat 


taaagtcatc 


acattaaaca 


ttgtaatact 


1140 


agttttttaa 


aagtccagct 


tttagtacag 


gagaactgaa 


atcattccat 


gttgatataa 


1200 


agtagggaaa 


aaaattgtac 


tttttggaaa 


atagcacttt 


tcacttctgt 


gtgtttttaa 


1260 


aattaatgtt 


atagaagact 


catgatttct 


atttttgagt 


taaagctaga 


aaagggttca 


1320 


acataatgtt 


taattttgtc 


acactgtttt 


catagcgttg 


attccacact 


tcaaatactt 


1380 


cttaaaattt 


tatacagttg 


ggccagttct 


agaaagtctg 


atgtctcaaa 


gggtaaactt 


1440 


actactttct 


tgtgggacag 


aaagacctta 


aaatattcat 


attacttaat 


gaatatgtta 


1500 


aggaccaggc 


tagagtattt 


tctaagctgg 


aaacttagtg 


tgccttggaa 


aagccgcaag 


1560 


ttgcttactc 


cgagtagctg 


tgctagctct 


gtcagactgt 


aggatcatgt 


ctgcaacttt 


1620 


tagaaatagt 


gctttatatt 


gcagcagtct 


tttatatttg 


actttttttt 


aatagcatta 


1680 


aaattgcaga 


tcagctcact 


ctgaaacttt 


aagggtacca 


gatattttct 


atactgcagg 


1740 


atttctgatg 


acattgaaag 


actttaaaca 


gccttagtaa 


attatctttc 


taatgctctg 


1800 


tgaggccaaa 


catttatgtt 


cagattgaaa 


tttaaattaa 


tatcattcaa 


aaggaaacaa 


1860 


aaaatgttga 


gttttaaaaa 


tcaggattga 


cttttttctc 


caaaaccata 


catttatggg 


1920 


caaattgtgt 


tctttatcac 


ttccgagcaa 


atactcagat 


ttaaaattac 


tttaaagtcc 


1980 


tggtacttaa 


caggctaacg 


tagataaaca 


ccttaataat 


ctcagttaat 


actgtatttc 


2040 


aaaacacatt 


taactgtttt 


ctaatgcttt 


gcattatcag 


ttacaaccta 


gagagatttt 


2100 


gagcctcata 


tttctttgat 


acttgaaata 


gagggagcta 


gaacacttaa 


tgtttaatct 


2160 


gttaaacctg 


ctgcaagagc 


cataactttg 


aggcattttc 


taaatgaact 


gtggggatcc 


2220 


aggatttgta 


atttcttgat 


ctaaacttta 


. tgctgcataa 


atcacttatc 


ggaaatgcac 


2280 
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atttcatagt gtgaagcact catttctaaa ccttattatc taaggtaata tatgcacctt 2340 

tcagaaattt gtgttcgagt aagtaaagca tattagaata attgtgggtt gacagatttt 2400 

taaaatagaa tttagagtat ttggggtttt gtttgtttac aaataatcag actataatat 2460 

ttaaacatgc aaaataactg acaataatgt tgcacttgtt tactaaagat ataagttgtt 2520 

ccatgggtgt acacgtagac agacacacat acacccaaat tattgcatta agaatcctgg 2580 

agcagaccat agctgaagct gttattttca gtcaggaaga ctacctgtca tgaaggtata 2640 

aaataattta gaagtgaatg tttttctgta ccatctatgt gcaattatac tctaaattcc 2700 

actacactac attaaagtaa atggacattc cagaatatag atgtgattat agtcttaaac 2760 

taattattat taaaccaatg attgctgaaa atcagtgatg catttgttat agagtataac 2820 

tcatcgttta cagtatgttt tagttggcag tatcatacct agatggtgaa taacatattc 2880 

ccagtaaatt tatatagcag tgaagaatta catgccttct ggtggacatt ttataagtgc 2940 

attttatatc acaataaaaa ttttttctct ttaaaaaaaa aaaacaagaa aaaaaaaaaa 3000 

<210> 23 

<211> 2977 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ccgaatgtga ccgcctcccg ctccctcacc cgccgcgggg aggaggagcg ggcgagaagc 60 

tgccgccgaa cgacaggacg ttggggcggc ctggctccct caggtttaag aattgtttaa 120 

gctgcatcaa tggagcacat acagggagct tggaagacga tcagcaatgg ttttggattc 180 

aaagatgccg tgtttgatgg ctccagctgc atctctccta caatagttca gcagtttggc 240 

tatcagcgcc gggcatcaga tgatggcaaa ctcacagatc cttctaagac aagcaacact 300 

atccgtgttt tcttgccgaa caagcaaaga acagtggtca atgtgcgaaa tggaatgagc 360 

ttgcatgact gccttatgaa agcactcaag gtgaggggcc tgcaaccaga gtgctgtgca 420 

gtgttcagac ttctccacga acacaaaggt aaaaaagcac gcttagattg gaatactgat 480 

gctgcgtctt tgattggaga agaacttcaa gtagatttcc tggatcatgt tcccctcaca 540 

acacacaact ttgctcggaa gacgttcctg aagcttgcct tctgtgacat ctgtcagaaa 600 

ttcctgctca atggatttcg atgtcagact tgtggctaca aatttcatga gcactgtagc 660 

accaaagtac ctactatgtg tgtggactgg agtaacatca gacaactctt attgtttcca 720 

aattccacta ttggtgatag tggagtccca gcactacctt ctttgactat gcgtcgtatg 780 

cgagagtctg tttccaggat gcctgttagt tctcagcaca gatattctac acctcacgcc 840 

ttcaccttta acacctccag tccctcatct gaaggttccc tctcccagag gcagaggtcg 900 
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acatccacac 


ctaatgtcca 


catggtcagc 


accacgctgc 


ctgtggacag 


caggatgatt 


960 


gaggatgcaa 


ttcgaagtca 


cagcgaatca 


gcctcacctt 


cagccctgtc 


cagtagcccc 


1020 


aacaatctga 


gcccaacagg 


ctggtcacag 


ccgaaaaccc 


ccgtgccagc 


acaaagagag 


1080 


cgggcaccag 


tatctgggac 


ccaggagaaa 


aacaaaatta 


ggcctcgtgg 


acagagagat 


1140 


tcaagctatt 


attgggaaat 


agaagccagt 


gaagtgatgc 


tgtccactcg 


gattgggtca 


1200 


ggctcttttg 


gaactgttta 


taagggtaaa 


tggcacggag 


atgttgcagt 


aaagatccta 


1260 


aaggttgtcg 


acccaacccc 


agagcaattc 


caggccttca 


ggaatgaggt 


ggctgttctg 


1320 


cgcaaaacac 


ggcatgtgaa 


cattctgctt 


ttcatggggt 


acatgacaaa 


ggacaacctg 


1380 


gcaattgtga 


cccagtggtg 


cgagggcagc 


agcctctaca 


aacacctgca 


tgtccaggag 


1440 


accaagtttc 


agatgttcca 


gctaattgac 


attgcccggc 


agacggctca 


gggaatggac 


1500 


tatttgcatg 


caaagaacat 


catccataga 


gacatgaaat 


ccaacaatat 


atttctccat 


1560 


gaaggcttaa 


cagtgaaaat 


tggagatttt 


ggtttggcaa 


cagtaaagtc 


acgctggagt 


1620 


ggttctcagc 


aggttgaaca 


acctactggc 


tctgtcctct 


ggatggcccc 


agaggtgatc 


1680 


cgaatgcagg 


ataacaaccc 


attcagtttc 


cagtcggatg 


tctactccta 


tggcatcgta 


1740 


ttgtatgaac 


tgatgacggg 


ggagcttcct 


tattctcaca 


tcaacaaccg 


agatcagatc 


1800 


atcttcatgg 


tgggccgagg 


atatgcctcc 


ccagatctta 


gtaagctata 


taagaactgc 


1860 


cccaaagcaa 


tgaagaggct 


ggtagctgac 


tgtgtgaaga 


aagtaaagga 


agagaggcct 


1920 


ctttttcccc 


agatcctgtc 


ttccattgag 


ctgctccaac 


actctctacc 


gaagatcaac 


1980 


cggagcgctt 


ccgagccatc 


cttgcatcgg 


gcagcccaca 


ctgaggatat 


caatgcttgc 


2040 


acgctgacca 


cgtccccgag 


gctgcctgtc 


ttctagttga 


ctttgcacct 


gtcttcaggc 


2100 


tgccagggga 


ggaggagaag 


ccagcaggca 


ccacttttct 


gctccctttc 


tccagaggca 


2160 


gaacacatgt 


tttcagagaa 


gctctgctaa 


ggaccttcta 


gactgctcac 


agggccttaa 


2220 


cttcatgttg 


ccttcttttc 


tatccctttg 


ggccctggga 


gaaggaagcc 


atttgcagtg 


2280 


ctggtgtgtc 


ctgctccctc 


cccacattcc 


ccatgctcaa 


ggcccagcct 


tctgtagatg 


2340 


cgcaagtgga 


tgttgatggt 


agtacaaaaa 


gcaggggccc 


agccccagct 


gttggctaca 


2400 


tgagtattta 


gaggaagtaa 


ggtagcaggc 


agtccagccc 


tgatgtggag 


acacatggga 


2460 


ttttggaaat 


cagcttctgg 


aggaatgcat 


gtcacaggcg 


ggactttctt 


cagagagtgg 


2520 


tgcagcgcca 


gacattttgc 


acataaggca 


ccaaacagcc 


caggactgcc 


gagactctgg 


2580 


ccgcccgaag 


gagcctgctt 


tggtactatg 


gaacttttct 


taggggacac 


gtcctccttt 


2640 


cacagcttct 


aaggtgtcca 


gtgcattggg 


atggttttcc 


aggcaaggca 


ctcggccaat 


2700 


ccgcatctca 


gccctctcag 


gagcagtctt 


ccatcatgct 


gaattttgtc 


ttccaggagc 


2760 
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tgcccctatg gggcgggccg cagggccagc ctgtttctct aacaaacaaa caaacaaaca 2820 

gccttgtttc tctagtcaca tcatgtgtat acaaggaagc caggaataca ggttttcttg 2880 

atgatttggg ttttaatttt gtttttattg cacctgacaa aatacagtta tctgatggtc 2940 

cctcaattat gttattttaa taaaataaat taaattt 2977 

<210> 24 

<211> 2505 

<212> DNA 

<213> Homo sapiens 

<400> 24 

tttgggttag ggagagtgct ttcgtttgtt ttaaatggga gaaactggag catgttgcca 60 

aggcagagag ccagcagaga ggggtgaatg gaagaaggag cgagaagggg gttactgacg 120 

aagccttatc ctggaggaga gaaggatgga ctccagagcc cagctttggg gactggcctt 180 

gaataaaagg agggccactc tacctcatcc tggagggagc acgaacctaa aggcagaccc 240 

agaagagctt tttacaaaac tagagaaaat tgggaagggc tcctttggag aggtgttcaa 300 

aggcattgac aatcggactc agaaagtggt tgccataaag atcattgatc tggaagaagc 360 

tgaagatgag atagaggaca ttcaacaaga aatcacagtg ctgagtcagt gtgacagtcc 420 

atatgtaacc aaatattatg gatcctatct gaaggataca aaattatgga taataatgga 480 

atatcttggt ggaggctccg cactagatct attagaacct ggcccattag atgaaaccca 540 

gatcgctact atattaagag aaatactgaa aggactcgat tatctccatt cggagaagaa 600 

aatccacaga gacattaaag cggccaacgt cctgctgtct gagcatggcg aggtgaagct 660 

ggcggacttt ggcgtggctg gccagctgac agacacccag atcaaaagga acaccttcgt 720 

gggcacccca ttctggatgg cacccgaggt catcaaacag tcggcctatg actcgaaggc 780 

agacatctgg tccctgggca taacagctat tgaacttgca agaggggaac cacctcattc 840 

cgagctgcac cccatgaaag ttttattcct cattccaaag aacaacccac cgacgttgga 900 

aggaaactac agtaaacccc tcaaggagtt tgtggaggcc tgtttgaata aggagccgag 960 

ctttagaccc actgctaagg agttattgaa gcacaagttt atactacgca atgcaaagaa 1020 

aacttcctac ttgaccgagc tcatcgacag gtacaagaga tggaaggccg agcagagcca 1080 

tgacgactcg agctccgagg attccgacgc ggaaacagat ggccaagcct cggggggcag 1140 

tgattctggg gactggatct tcacaatccg agaaaaagat cccaagaatc tcgagaatgg 1200 

agctcttcag ccatcggact tggacagaaa taagatgaaa gacatcccaa agaggccttt 1260 

ctctcagtgt ttatctacaa ttatttctcc tctgtttgca gagttgaagg agaagagcca 1320 

ggcgtgcgga gggaacttgg ggtccattga agagctgcga ggggccatct acctagcgga 1380 

ggaggcgtgc cctggcatct ccgacaccat ggtggcccag ctcgtgcagc ggctccagag 1440 
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atactctcta 


agtggtggag 


gaacttcatc 


ccactgaaat 


tcctttggca 


tttggggttt 


1500 


tgtttttcct 


tttttccttc 


ttcatcctcc 


tcctttttta 


aaagtcaacg agagccttcg 


1560 


ctgactccac 


cgaagaggtg 


cgccactggg 


agccacccca 


gcgccaggcg 


cccgtccagg 


1620 


gacacacaca 


gtcttcactg 


tgctgcagcc 


agatgaagtc 


tctcagatgg 


gtggggaggg 


1680 


tcagctcctt 


ccagcgatca 


ttttatttta 


ttttattact 


tttgttttta 


attttaacca 


1740 


tagtgcacat 


attccaggaa 


agtgtcttta 


aaaacaaaaa 


caaaccctga 


aatgtatatt 


1800 


tgggattatg 


ataaggcaac 


taaagacatg 


aaacctcagg 


tatcctgctt 


taagttgata 


1860 


actccctctg 


gagcttggag 


aatcgctctg 


gtggatgggt 


gtacagattt 


gtatataatg 


1920 


tcatttttac 


ggaaaccctt 


tcggcgtgca 


taaggaatca 


ctgtgtacaa 


actggccaag 


1980 


tgcttctgta 


gataacgtca 


gtggagtaaa 


tattcgacag 


gccataaact 


tgagtctatt 


2040 


gccttgcctt 


tattacatgt 


acattttgaa 


ttctgtgacc 


agtgatttgg 


gttttatttt 


2100 


gtatttgcag 


ggtttgtcat 


taataattaa 


tgcccctctc 


ttacagaaca 


ctcctatttg 


2160 


tacctcaaca 


aatgcaaatt 


ttccccgttt 


gccctacgcc 


ccttttggta 


cacctagagg 


2220 


ttgatttcct 


ttttcatcga 


tggtactatt 


tcttagtgtt 


ttaaattgga 


acatatcttg 


2280 


cctcatgaag 


ctttaaatta 


taattttcag 


tttctcccca 


tgaagcgctc 


tcgtctgaca 


2340 


tttgtttgga 


atcgtgccac 


tgctggtctg 


cgccagatgt 


accgtccttt 


ccaatacgat 


2400 


tttctgttgc 


accttgtagt 


ggattctgca 


tatcatcttt 


cccacctaaa 


aatgtctgaa 


2460 


tgcttacaca 


aataaatttt 


ataacacgct 


taaaaaaaaa 


aaaaa 




2505 



<210> 25 

<211> 2207 

<212> DNA 

<213> Homo sapiens 

<400> 25 



ggcacgaggg 


cgacgccgag 


caccgccctc 


gccgtcgcct 


ccgggctttc 


tccggtcgct 


60 


gccgccacca 


ccgttgcttc 


gcgggctggg 


aggcccgggg 


tccccgggcg 


aacagaggct 


120 


gcggtggact 


gacgccgcag 


gggcgagcta 


gccggctccg 


cgcctctccg 


cgggatccag 


180 


acgcctcctg 


gggctgctgg 


cggagggtct 


gaggcggcgc 


ggccatggct 


cacctccggg 


240 


gatttgccaa 


ccagcactct 


cgagtggacc 


ctgaggagct 


cttcaccaag 


ctcgaccgca 


300 


ttggcaaggg 


ctcgtttggg 


gaggtctaca 


agggcatcga 


taaccacaca 


aaggaggtgg 


360 


tggccatcaa 


gatcatcgac 


ctggaggagg 


ccgaggatga 


gatcgaggac 


atccagcagg 


420 


agatcactgt 


cctcagtcag 


tgcgacagcc 


cctacatcac 


ccgctacttt 


ggctcctacc 


480 


taaagagcac 


caagctatgg 


atcatcatgg 


agtacctggg 


cggcggctca 


gcactggact 


540 
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tgcttaaacc 


aggtcccctg gaggagacat 


aCattyOtat, 


yaLtctgcyg 


gagattctga 


600 




ttatctgeae 


tccgaacgca 


a ft a ♦* /*»/*» sa /** i~r 
ayatCCaCCy 


dydUdLCaaa 


gctgccaacg 


660 


toe tact etc 


ggagcagggt 


gaegtgaage 


uggeggace c 


^gggg^ a gca 


gggcagctca 


720 




gattaagagg 


aacacattcg 


tgggcacccc 


cccccggatg 


gcacctgagg 


780 


tcatcaacrca 


gtcggcctac 


gacttcaagg 


c eg acatc tg 


gcccctgggg 


atcacagcca 


840 


tccraac taac 


caagggggag 


cctccaaact 


ccgaccccca 


ccccacgcgc 


gtcctgttcc 


900 


tgattcccaa 


gaacagccca 


cccacactgg 


»y yy ccagca 


cagcaagccc 


ttcaaggagt 


960 


t cot aaancic* 


ctgcctcaac 


aaagaccccc 


gattccggcc 


cacggccaag 


gagctcctga 


1020 


aacacaaott 


catcacacgc 


tacaccaaga 


agacc cccc c 


cctcacggag 


ctcatcgacc 


1080 


oc tataaaco 


ctggaagtca 


gaggggcatg 


gegaggagee 


cagctctgag 


gactctgaca 


1140 


1 1 era t aacaa 


ggeggaggae 


ggggagcagg 


gccccacccg 


gacgttcccc 


cctaccatcc 


1200 


ooccoaotcc 


acacagcaag 


cttcacaagg 


ygacggcccc 


gcacagttca 


cagaagectg 


1260 


cooaocccot 


caagaggcag 


ccgaggtccc 


agtgcccguc 


cacgctggtc 


cggcccgtct 


1320 


tcooaoacrct 


caaagagaag 


cacaagcaga 


geggegggag 


cgtgggtgcg 


ctggaggagc 


1380 


taaaoaacac 


cttcagcctg 


gecgaggagt 


cc tgccccgg 


catc tcagac 


aagctgatgg 


1440 


tcrcacctcrat 


ggagcgagtg 


cagaggtttt 


cacacaacag 


aaaccacctg 


acatccaccc 


1500 


qc t a a acre a c 


actgctgttc 


agatagggga 


eggaaggecg 


k4>4>/«kl>A,4>4»M 


ttctgagctc 


1560 


cataagaac t 


gtgetgaett 


ggaaggtgcc 


rr*? /"▼/"• t- o 4* iT 
v- L-y cyctacg 


tcgtgcctgc 


agggacacgt 


1620 


cooatcccot 


gggcctcaca 


tgecaggtea 


ccagg ucacc 


gtctccttcc 


acccctgcag 


1680 


tcrtcrc t oft to 


tgcacgtcag 


ggacgctgtt 


ccctatgccc 


actgccctcc 


tccctctcct 


1740 


crcr c c c a cr c a cr 


tattgetcac 


gggggctcca 


gccgccggcg 


tggccctcat 


gagctacgcc 


1800 


toootc ttct 


gcagactcat 


gcagccctat 


ggccgctcag 


accaaggcgc 


agagcaacta 


1860 


tcaacfcicacrc 

^-^ayyy^ayu 


tctgcctcct 


cctcccatga 


ggtggggaga 


ggcaacaggg 


cagcccccag 


1920 


aaaaatatcc 


tggccgcLyt 


cctcccgggg 


cccacgacgg 


ccatagat t t 


gccttgtggt 


1980 


gttggatcag 


gtactgtgtc 


tgctcataag 


tacttgtgtc 


atccagaatg 


ttttgttttt 


2040 


taagaaaatt 


gaattacttg 


tttcctgaaa 


tattctgagg 


ttaatatgtt 


agttttcata 


2100 


gaacattgag 


aggcccctgc 


cactttcaat 


aaagacctga 


cttggagaca 


aaaaaaaaaa 


2160 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaa 




2207 



<210> 26 

<211> 5094 

<212> DNA 

<213> Homo sapiens 
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ccaccgagaa 


gccgaggagg 


caaggctcgc 


gagagttcag 


ggaggccgcc 


ctgagattcc 


60 


ggcgaggccg 


cgggtcccac 


ctcccggggg 


cggggcgagg 


gcggagcggg 


gagaagggag 


120 


ctgacgggcg 


cccggccggc 


tgcggtccgt 


gcggaggctg 


agccggccgc 


gggcgcgacc 


180 


ggaggcagtt 


tccgttacta 


tggcaatgac 


ggcagggact 


acaacaacct 


ttcctatgag 


240 


caaccatacc 


cgggaaagag 


tgactgtagc 


caagctcaca 


ttggagaatt 


tttatagcaa 


300 


cctaatttta 


cagcatgaag 


agagagaaac 


caggcagaag 


aaattagaag 


tggccatgga 


360 


agaagaagga 


ttagcagatg 


aagagaaaaa 


gttacgtcga 


tcacaacacg 


ctcgcaaaga 


420 


aacagagttc 


ttacggctca 


aaaggaccag 


acttggcttg 


gatgactttg 


agtctctgaa 


480 


agttatagga 


agaggagctt 


ttggagaggt 


gcggttggtc 


cagaagaaag 


atacaggcca 


540 


tatctatgca 


atgaagatat 


tgagaaagtc 


tgatatgctt 


gaaaaagagc 


aggtggccca 


600 


tatccgagca 


gaaagagata 


ttttggtaga 


agcagatggt 


gcctgggtgg 


tgaagatgtt 


660 


ttacagtttt 


caggataaga 


ggaatcttta 


tctaatcatg 


gaatttctcc 


ctggaggtga 


720 


catgatgaca 


ttgctaatga 


agaaagacac 


cttgacagaa 


gaggaaacac 


agttctacat 


780 


ttcagagact 


gttctggcaa 


tagatgcgat 


ccaccagttg 


ggtttcatcc 


atcgggatat 


840 


taagccagac 


aaccttttat 


tggatgccaa 


gggtcatgta 


aaattatctg 


attttggttt 


900 


atgtacggga 


ttaaagaaag 


ctcacaggac 


tgaattttat 


agaaatctca 


cacacaaccc 


960 


accaagtgac 


ttctcatttc 


agaacatgaa 


ctcaaagagg 


aaagcagaaa 


cttggaagaa 


1020 


gaacaggaga 


caactggcat 


attccacagt 


tgggacacca 


gattacattg 


ctccagaagt 


1080 


attcatgcag 


actggttaca 


acaaattgtg 


tgactggtgg 


tctttgggag 


tgattatgta 


1140 


tgaaatgcta 


ataggatatc 


cacctttctg 


ctctgaaaca 


cctcaagaaa 


cgtacagaaa 


1200 


agtgatgaac 


tggaaagaaa 


ctctggtatt 


tcctccagag 


gtacctatat 


ctgagaaagc 


1260 


caaggactta 


attctcagat 


tttgtattga 


ttctgaaaac 


agaattggaa 


atagtggagt 


1320 


agaagaaata 


aaaggtcatc 


ccttttttga 


aggtgtcgac 


tgggagcaca 


taagggaaag 


1380 


gccagcagca 


atccctatag 


aaatcaaaag 


cattgatgat 


acttcaaatt 


ttgatgactt 


1440 


ccctgaatct 


gatattttac 


aaccagtgcc 


aaataccaca 


gaaccggact 


acaaatccaa 


1500 


agactgggtt 


tttctcaatt 


atacctataa 


aaggtttgaa 


gggttgactc 


aacgtggctc 


1560 


I— GL l_< w ^ • ^* d Vm- 


taeatoaaao 

ivGiVarO »»y oooy 


v» v.y y y a. ay o i» 


afcraafcfaacr 

c* t»y g.cl aay 


ataacattca 


cccataacca 


1620 


agagaactca 


ggtagctgca 


tcaccaggct 


tgcttggcgt 


agataacaat 


acactgaaat 


1680 


actcctgaag 


atggtggtgc 


ttattgacta 


caagaggaaa 


ttctacagga 


ttaggatttc 


1740 


taagactact 


ataggaattg 


gttggcagtg 


ccagctggct 


ctttttttta 


atattttatt 


1800 


atttttgtta 


actttattat 


atgaaggtac 


tggaataaaa 


ggaacagaca 


tccctttcta 


1860 
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actgcactgc 


ctacatgcgt 


attaaggtcc 


attctgcctg 


tgtgtgctgt 


ggctttgaac 


1920 


tgtaacacct 


ctaatcaatt 


caggagaaac 


acatatcatt 


taaagcaaca 


taggctaacc 


1980 


tgtaggtaac 


actgcagtat 


tgatgtttta 


ctgcaaatct 


tatgggtcta 


gataatcagt 


2040 


aaaagccatc 


ttccatagtt 


ggtgttagaa 


cattgcccta 


ttggtttgga 


catctgtaga 


2100 


atatatatga 


agacaatttc 


tgtaatggtt 


ttaagagatt 


taaaaagaaa 


ttcactggtt 


2160 


ctttacaaaa 


tagaatttat 


catcaagtta 


ttacacaaac 


ttcacagtaa 


ggagtgacaa 


2220 


gtttataata 


aggaagacaa 


agtttaacac 


cttcactcaa 


gcactccact 


aatatattta 


2280 


cgttgcattc 


agaaatactg 


atgaccttca 


tatacgtagt 


ctgtatactc 


atagggagat 


2340 


gtactgtatt 


atataacatg 


taaagttgat 


tttcttgtga 


caagagaact 


tcttttttta 


2400 


acaagaggac 


atggcattat 


tttaatttga 


ttatggtgag 


ttgaatttaa 


gacatgacca 


2460 


tgaaggctgc 


ttgtagaatt 


agtgtatttt 


tattaaacta 


tttttttaaa 


tgtcaaactt 


2520 


ctatcatgta 


aatggactta 


tagagaacaa 


aaagctattt 


actttggttt 


tctagaaagt 


2580 


tgttacatat 


catggctggt 


taacttttat 


ttcttttgat 


gaaaattttt 


cctttgatag 


2640 


tacttgtatt 


attgtgccat 


tattttctta 


tgctccaaat 


gtaccaaaga 


tcttgaacag 


2700 


agtggatgtt 


cacaactgag 


tagaattttc 


ctttcctgtg 


ggcatgctgt 


attcagacct 


2760 


gacagatctt 


tgatagaggt 


cagcttatta 


aagggcaata 


ttgttcttgt 


ttagctacat 


2820 


cactgtggtg 


aatatagatg 


gaattaagga 


agtaaatgca 


ggccaggggg 


ttgtgatgag 


2880 


aggatagggg 


agataatatc 


agcatcaaat 


tctttgggta 


tctctctaag 


aattaaataa 


2940 


tcttttctag 


cttaatattt 


taattctaat 


tcaaacaact 


ctgaggtttt 


ggtttcatta 


3000 


gtaatagttg 


aggaataata 


tactagcaaa 


gaatggccta 


atgtttgtca 


taactgttaa 


3060 


tggatgaaat 


tttttaaaga 


tacaaccatg 


ataaccatta 


taaatgatct 


atgatcaaaa 


3120 


tctaaagtga 


tgaattattt 


gtaggaatgt 


cttcctaatg 


gggaagaatt 


gcataggagc 


3180 


attatgcaaa 


tctacacaag 


cttttataaa 


tgttgctgct 


gggtagctcc 


acagtgtttc 


3240 


ataaggccat 


cctgtttccc 


ccaactcccc 


catttttggt 


ttgtttcttt 


ttaaatattt 


3300 


gttgagtact 


tacgtgttta 


tctaacagtt 


cacttccatt 


tttctagtct 


ggattttttg 


3360 


agtatttagg 


aaagagagct 


attaaaaact 


ggggatttct 


caatgtgact 


aactctaatt 


3420 


tttctaacta 


taaccgcctt 


taattaacat 


aatattaact 


cctgctgagg 


tc cangagac 


1 A Q O 


tttctcaccc 


cacatcgctc 


cccttttttt 


aaaaaggact 


gttttgctag 


tgtgataatg 


3540 


aataggtaag 


atatgagata 


attgcaacat 


tgtctagttc 


tagtatggta 


actattcttg 


3600 


aaatggtatt 


gaaaaatacc 


gttaattcaa 


attgacagag 


attgataaaa 


agaaactgat 


3660 


ttacctaagt 


ttacttttta 


attgcataat 


agagcatttt 


ttgttttgag 


ttccctcatt 


3720 
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cttattacca 


gaaagagctt 


gcaaatagtt 


ttactttctt 


ggcactggaa 


gggtagttct 


3780 


ggaaagctac 


tttgttgaga 


gtctcattct 


tccctggagt 


taatagagtg 


attcacaatc 


3840 


tttggggttt 


tctcctcatc 


aaaagcattt 


cttaagtgcc 


tatctaaaag 


caattaaaga 


3900 


ctgtgtctgc 


cctttagaag 


ctaagaattt 


gattcatgat 


gcaaattaac 


tagataattt 


3960 


gcaaagtacc 


cttgagattg 


aattttctct 


attatatatt 


tcccatattt 


caggtgaata 


4020 


atttaattta 


aatgacaaaa 


ccctatctag 


tcaactgggc 


ataatgacat 


tttctttaaa 


4080 


ttagactcta 


ttttgaatta 


aaagagtttt 


attataaacc 


gtgtgttttt 


ggtttttcta 


4140 


agtatataga 


aagcttgtat 


aattcagatt 


tatcaatttc 


ctgatttaat 


gtagactttg 


4200 


acttttttat 


taaaaacctt 


tgtattaaag 


caagttatgt 


tatttttctt 


ttatgcattt 


4260 


attactaaca 


tagctttaaa 


tctttaaatg 


tattgaagca 


ttgtgctgtc 


tgaaaataag 


4320 


gaattgctta 


taaaccagcc 


acttctgaat 


acaatatgta 


gctgatttaa 


taagctagtt 


4380 


agtgaatgga 


aaataagtgt 


ggagtattaa 


aaatgttctt 


tggttggtaa 


ggcctaagat 


4440 


agggtttcat 


ttatttctat 


actttttctg 


ttttttaaac 


acctgcatat 


ttttatgtaa 


4500 


atctctaaat 


ttaaaatatt 


ttaagtacat 


ttatttttgg 


tgttttattg 


tataaaacct 


4560 


tagacaatca 


atcagtcagt 


ctttactgac 


aggagcagca 


gctatctgtc 


ttttgctgat 


4620 


ctacaaataa 


atgaattgag 


aatttagtcc 


atagaggtcc 


ctggctacca 


aacacattct 


4680 


cctttgaatt 


gttaaaattc 


agaacattca 


aaataactgt 


tttgctacaa 


cccatgatta 


4740 


ttttcctgtt 


gtgtttattt 


aaatttactt 


tctctttaga 


agtgcactta 


tttctgaaaa 


4800 






taaaacaaat 


ataaatatga 


gacac t tggg 


actactagag 


4860 


atattttaga 


tttttatgaa 


aaaaatgtga 


ggggatattg 


ctgctttaaa 


aaggaataaa 


4920 


gtaataaaaa 


tatatctcag 


ctattttttt 


aaagcaatat 


aattcagcaa 


ttgtctagaa 


4980 


aagtaatcat 


gaggctactg 


agtttggtgt 


tcagttactg 


agtttcaaaa 


atgttttggt 


5040 


ggcatgagga 


caaaatttca 


ttgaaggtaa 


gataagaata 


aaaactatgt 


ttac 


5094 



<210> 27 

<211> 3018 

<212> DNA 

<213> Homo sapiens 

<400> 27 

gaattccggg ccaggcatgg tagcgcatcg ctgtaatccc agctactcgg gaaactgagg 60 

tgggagaatc gattgaacct ggaagtggag gttgcggtga gccaagatca tcctgtcgca 120 

ctccagcctg ggcaacaaga gcgaaactcc atctcaaaaa gaaaaaaaaa gatatatatg 180 

tgtgacttac aggtacaggt aaagttgctt ctggttttct ggttgttgca tggtatttcc 240 
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tatgcagcca 


caggtcttta 


ttttcttact 


taagtgcctc 


caacttccca 


taacacaaat 


300 


taaggcatga 


tgaacatcct 


ctctgtgctg 


aacatcctgt 


gtatgtcact 


tcagaagcct 


360 


gtgtgacggt 


ttctttagtc 


tttataccta 


ggggtgggat 


ttctgggtca 


taggacagta 


420 


atttatattt 


atttcactaa 


gtattctctt 


tctctggctt 


ttgttacata 


ttacctgttt 


480 


gtcctccaga 


aaacttgcac 


caatttacat 


tcctaccaat 


agggtaggag 


agtgcacaat 


540 


gggtggattc 


taactccaaa 


tctaacacct 


cttcttttct 


ttgtttctag 


cagccatggc 


600 


aatgacaggc 


tcaacacctt 


gctcatccat 


gagtaaccac 


acaaaggaaa 


gggtgacaat 


660 


gaccaaagtg 


acactggaga 


atttttatag 


caaccttatc 


gctcaacatg 


aagaacgaga 


720 


aatgagacaa 


aagaagttag 


aaaaggtgat 


ggaagaagaa 


ggcctaaaag 


atgaggagaa 


780 


acgactccgg 


agatcagcac 


atgctcggaa 


ggaaacagag 


tttcttcgtt 


tgaagagaac 


840 


aagacttgga 


ttggaagatt 


ttgagtcctt 


aaaagtaata 


ggcagaggag 


catttggtga 


900 


ggtacggctt 


gttcagaaga 


aagatacggg 


acatgtgtat 


gcaatgaaaa 


tactccgtaa 


960 


agcagatatg 


cttgaaaaag 


agcaggttgg 


ccacattcgt 


gcggagcgtg 


acattctagt 


1020 


ggaggcagac 


agtttgtggg 


ttgtgaaaat 


gttctatagt 


tttcaggata 


agctaaacct 


1080 


ctacctaatc 


atggagttcc 


tgcctggagg 


ggacatgatg 


accttgttga 


tgaaaaaaga 


1140 


cactctgaca 


gaagaggaga 


ctcagtttta 


tatagcagaa 


acagtattag 


ccatagactc 


1200 


tattcaccaa 


cttggattca 


tccacagaga 


catcaaacca 


gacaaccttc 


ttttggacag 


1260 


caagggccat 


gtgaaacttt 


ctgactttgg 


tctttgcaca 


ggactgaaaa 


aagcacatag 


1320 


gacagaattt 


tataggaatc 


tgaaccacag 


cctccccagt 


gatttcactt 


tccagaacat 


1380 


gaattccaaa 


aggaaagcag 


aaacctggaa 


aagaaataga 


cgtcagctag 


ccttctccac 


1440 


agtaggcact 


cctgactaca 


ttgctcctga 


ggtgttcatg 


cagaccgggt 


acaacaagct 


1500 


ctgtgattgg 


tggtcgcttg 


gggtgatcat 


gtatgagatg 


ctcatcggct 


acccaccttt 


1560 


ctgttctgag 


acccctcaag 


agacatataa 


gaaggtgatg 


aactggaaag 


aaactttgac 


1620 


ttttcctcca 


gaagttccca 


tctctgagaa 


agccaaggat 


ctaattttga 


ggttctgctg 


1680 


tgaatgggaa 


catagaattg 


gagctcctgg 


agttgaggaa 


ataaaaagta 


actctttttt 


1740 


tgaaggcgtt 


gactgggaac 


atatcagaga 


gagacctgct 


gcaatatcta 


ttgaaatcaa 


1800 


aagcattgat 


gatacctcaa 


acttcgatga 


gtttccagaa 


tctgatattc 


ttaagccaac 


1860 


agtggccaca 


agtaatcatc 


ctgagactga 


ctacaagaac 


aaagactggg 


tcttcatcaa 


1920 


ttacacgtac 


aagcgctttg 


agggcctgac 


tgcaaggggg 


gcaatacctt 


cctacatgaa 


1980 


agcagcaaaa 


tagtactctt 


gccacggaat 


cctatgtgga 


gcagagttct 


ttgtataaca 


2040 


tcatgctttt 


cctctcacac 


tcttgaagag 


cttccaagaa 


gttgatggaa 


cccaccaata 


2100 
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tgtcatagta aagtctcctg aaatgtggta gtaagaggat tttcttccat aatgcatctg 2160 

aaaaactgta aacaaagaca accatttcta ctacgtcggc cataaacagc tatcctgctt 2220 

tggaagagaa gcatcatgag ccaatttgat aggtgtttta aaaataactt gagttttcct 2280 

aagttcatca gaatgaaggg gaaaaacagc catcatccaa cattattgag attgtcgtgt 2340 

atagtcatcg aatatcagcc agttcctgta attttgtgac acgctctctg ccaagcccac 2400 

caagtatttc ctttatagct aaaagttcca tagtactaag gaaataaagc aataaagaca 2460 

gtctcagcag ccaggattct ggctgaagga aatgatccgc caccctgagg gtggtgatgg 2520 

tagtttctac ccatacctca gcctcaggcg agtggcttat agcctccatt catggtgcac 2580 

tttatttatg gtactaagat aaagactgtc aatccattga tttatctcct cctgtccccc 2640 

atctaaaata cccatgctgc ttttctgagt gttgatgggg gttaccagct tgatccactg 2700 

ttgctcttag aaggcccaga aagtctttgg gcattgcaag aaatcccgaa ttatgtggaa 2760 

aaccctcact ttctcttcac ggctgtacca gaaaatccct aagacagatc ttgccgtgga 2820 

ctagcaatac ctgcaagtgc tgccaatggg aactcaattt attcctggga acctaacgag 2880 

gagagcccag gcctaggcag gaggcctgga accctcttgg ctaaggtgct gttcctgttc 2940 

ctgcaaggtc tccagaaccc ctttggaaat ggtgaaggaa ccagcccaat agaagtacag 3000 

agccagctga cggaattc 3018 

<210> 28 

<211> 1221 

<212> DNA 

<213> Homo sapiens 

<400> 28 

atgatggaag aattgcatag cctggaccca cgacggcagg aattattgga ggccaggttt 60 

actagaagct tgtgcagcat gggatccttg agtgataaag aagtagagac tcccgagaaa 120 

aagcagaatg accagcgaaa gtggaaaaga aaagccgaac cacatgaaac tagccaaggg 180 

aaaggcactg ctgggggacg taaaattagt gattactttg agtttgctgg gggaagcggg 240 

ccagggacca gccctggcag aaaatcttat caagcatcag aaaaggataa attcacagag 300 

ggaagagata gacaacggaa aatgttagca aagcggaaac ctcctgccat gggtcaggac 360 

cctcctgcaa ccagtgagca gaaacagtgg aaaagcagga ccaatggagc tgaaaataaa 420 

acgttaacat tagcagaata ccatgaacaa gaagaaatct tcaaactccg gttaggtcat 480 

cttaaaaagg aggaagcaga gatccaggca gagctggaaa ggctagaaag ggttagaaat 540 

ctacgtatcg gggaactaaa aaggatacat aatgaagata actcacaatt taaagatcat 600 

ccaatgctaa atgacagata tttgttgtta catcttttgg atagaggagg tttcagtaaa 660 

gtttacaagg catttgaact aatagagcaa agatacgtag ctgtgaaaat tcaccagtta 720 
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aataaaaact 


ggagagatga 


gaaaaaggag 


aattaccaca 


agcatgcatg 


tagggaatac 


780 


tggattcata 


aagaactgga 


tcatcccaga 


ataattaagc 


tgtatgatta 


cttttcactg 


840 


gatactgact 


cattttgtac 


agtgttagaa 


tactgtgagg 


gaaatgatct 


aaacttctat 


900 


ctgaaacggc 


acaaattaat 


gtcagagaaa 


gaggcctggt 


ccattatcat 


gcagactgta 


960 


aatgctttaa 


agtacttaaa 


taaaataaaa 


cctcccatca 


tacac tatga 


cctcaaacca 


1020 


gggaatattc 


ttttagtaaa 


tggtacagtg 


tgtggagaga 


gaaaaattac 


agagcttggt 


1080 


ctttcgaaga 


tcatggatga 


tgatagctac 


aattcatgtc 


tttctggagg 


gaagcctttt 


1140 


ggctataacc 


agtctcagca 


agacatccta 


caagagaata 


ctattcttaa 


agctgctgaa 


1200 


gtgcagttcc 


caccaaaatg 


a 








1221 



<210> 29 

<211> 3327 

<212> DNA 

<213> Homo sapiens 

<400> 29 



ccgggcgggg 


ggttgcggcg 


ctcaggagag 


gccccggctc 


cgccccgggc 


ctgcccaggg 


60 


ggagagcgga 


gctccgcagc 


cgggtcgggt 


cggggcccct 


cccgggagga 


gcgtggagcg 


120 


cggcggcggc 


ggcggcagca 


gaaatgatgg 


aagaattgca 


tagcctggac 


ccacgacggc 


180 


aggaattatt 


ggaggccagg 


tttactggag 


taggtgttag 


taagggacca 


cttaatagtg 


240 


agtcttccaa 


ccagagcttg 


tgcagcgtcg 


gatccttgag 


tgataaagaa 


gtagagactc 


300 


ccgagaaaaa 


gcagaatgac 


cagcgaaatc 


ggaaaagaaa 


agctgaacca 


tatgaaacta 


360 


gccaagggaa 


aggcactcct 


aggggacata 


aaattagtga 


ttactttgag 


tttgctgggg 


420 


gaagcgcgcc 


aggaaccagc 


cctggcagaa 


gtgttccacc 


agttgcacga 


tcctcaccgc 


480 


aacattcctt 


atccaatccc 


ttaccgcgac 


gagtagaaca 


gcccctctat 


ggtttagatg 


540 


gcagtgctgc 


aaaggaggca 


acggaggagc 


agtctgctct 


gccaaccctc 


atgtcagtga 


600 


tgctagcaaa 


acctcggctt 


gacacagagc 


agctggcgca 


aaggggagct 


ggcctctgct 


660 


tcacttttgt 


ttcagctcag 


caaaacagtc 


cctcatctac 


gggatctggc 


aacacagagc 


720 


attcctgcag 


ctcccaaaaa 


cagatctcca 


tccagcacag 


acggacccag 


tccgacctca 


780 


caatagaaaa 


aatatctgca 


ctagaaaaca 


gtaagaattc 


tgacttagag 


aagaaggagg 


840 


gaagaataga 


tgatttatta 


agagccaact 


gtgatttgag 


acggcagatt 


gatgaacagc 


900 


aaaagatgct 


agagaaatac 


aaggaacgat 


taaatagatg 


tgtgacaatg 


agcaagaaac 


960 


tccttataga 


aaagtcaaaa 


caagagaaga 


tggcgtgtag 


agataagagc 


atgcaagacc 


1020 


gcttgagact 


gggccacttt 


actactgtcc 


gacacggagc 


ctcatttact 


gaacagtgga 


1080 
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aaggacaaac 


tcacagaggg 


1 1 A f\ 

1140 


Si a ft Si ft Si t~ Si (13 


aayauaauyy 


oooo ty coy 


caaagcggaa 


acctcccycc 


f\ 4* /WA>/w4 J# _« «^ 

aegggecagg 


i o n n 


ccccucctyc 


oo c c. aa u y oy 


udyaddLdy c 


ggaaaagcaa 


gaccaatgga 


gctgaaaatg 


^ O C ft 




y utdyCdydd 




aagaagaaati 


ccccaaac tc 


agattaggtc 


1 T O A 

1 J20 


^% *» ^ K ^ ^ 3 Q G 

clCC U Caaaaa 


ft ft a ft ft « a s 

ggaggaagca 


J"¥ S O H f f* S ft ft 

gagacccagg 


cagagc tgga 


gagactagaa 


agggttagaa 


1 o o n 

1380 




c agggaac ca 


aaaaggacac 


ataatgaaga 


taattcacaa 


4- 4» 4— « A M. A. M. — ■ 

tttaaagatc 


^ A A f\ 

1440 


acccaacycc 


aaacgacaga 


CaC CCCfCCyC 


LacaccLttc 


gggtagagga 


ggtctcagcg 


1 C ft ft 


aay LUuoCaa 


ft ft f* ^ V- r*»s *r 

gyCdLCLyat 


ccaacagagc 


aaagatacg t 


agctgtgaaa 


attcaccagt 


lDOO 


Laaataaaaa 


ccggagagac 


gagaaaaagg 


agaac caeca 


caagcatgea 


tgtagggaat 


1620 


accggattca 


taaagagccg 


gatcatccca 


gaatagttaa 


gctgtatgat 


4> A. - - A— Am X_ A. - — 

cacctttcac 


1680 


tggatactga 


ctcgttttgt 


acagtattag 


aatactgtga 


gggaaatgat 


ctggacttct 


1740 


acctcfaaaca 


gcacaaa t ta 


acgtcggaga 


aagaggcccg 


gtccattacc 


atgcagactg 


i o a n 

loOO 




aaagcac t- ca 


adtyaadtaa 


aacctcccat 


catacactat 


gacctcaaac 


lobO 


C.ayyLda tat 


LCttLLdyCa 


dauyy LdCdy 


cgegeggaga 


✓V ^ 4- ^ a *-\ 4* 4» 

gacaaaaacc 


acagat tt tg 




^rt" ♦* ^ ^ ««a *s 

gLCLLLcgaa. 


ft ^ ♦* ^ a ^ ft ft ?a fr* 

gaccacggac 


yaCy dtayC C 


« ff* ^ 4— 4* x*l ^ yw #— 

acaau ccagc 


ggatggcatg 


gagctaacat 




cacaaggtgc 


cggcacccac 


cggcacccac 


caccagagtg 


4- *- *- 4- « *- m#. 4- 4> 

ctccgtggtt 


gggaaagaac 


2040 


caccaaagac 


cccaaacaaa 


4* 4* /-v 4- y-w 4- #« 4* 

gccgacgcgc 


ggtcggtggg 


tgtgatcttc 


tatcagtgtc 


o i n a 
2100 


tLuauyyaag 


gaagccc ttt 


ggccacaacc 


ag tc c cage a 


agacacccta 


caagagaata 


21b0 


fnsi ^ f- ^ 4- s 


ayctdCtydd 


g cycay llcc 


CyCCddoyCC 


aguagcaaca 


**% *^ 4— **v A q ******* A 

cccgaagcaa 


2/&2U 


-a /trrr>rrt' ^ s» ^ 
oyyCy LUwat 


t~ f*fr O f*fr a <vn 

CCyaCyaCyC 


u tyyCCCaCC 


gaaagaggga 


****** ^"S 4m 4- *** *r* 4» 

ccgcaccgac 


gtccagcagc 


22 o 0 


uyyCCtytya 


4* V* ^ a 4* y-r 

uccccacccg 


4- 4v 4* A 

ccgccucaca 


tccgaaagtc 


agcctctaca 


agtagccctg 


2340 


4- ****** v - "* 4«- ******* 

ctggagc cgc 


4- <>% 4* 4» >n ^ 4* a 

caccgcacca 


acctctgggg 


cgtccaataa 


4-4___x.4__4_ 

cagttctcct 


aattgagact 


O A A A 

2400 


gacuccaagg 


ccacaaaccg 


cccaacdcac 


acaaagtgga 


caaatggcgt 


teagcagegg 


O A C A 

2460 


^ *• •» ftftsi sifsi 

gcc uy gaaca 


cagcgaa ucc 


gaacggacc c 


gacgaaaccc 


gtaccaggtg 


ctcttatcct 


a c o n 
2520 


t- t- rr>-« f> t- t- 4- t- 
CCLyCLLLUL 


4" y-^ ^| A 4» >4| A 4* 

ccccacccac 


agagcatgac 


agcaccgacc 


ctcattgagg 


agaaaccttg 


O C O A 

2580 


ggcagc uccg 


gccaggcccu 


gtaggaaaag 


gccccgcccg 


aggttccagc 


gtcaacggcc 


2640 


accgcgcgcg 


gccgccccga 


gtgaggaaaa 


aattaaaaag 


aaaaactggt 


tccatgtact 


A *1 A A 

2700 


gtgaacttga 


aaacttgcag 


actcaggggg 


gtccctgatg 


cagtgettea 


gatgaagaat 


2760 


gtggacttga 


aaatacagac 


tgggctagtc 


cagtgtctat 


atttaaactt 


gttcttttct 


2820 


tttaataaag 


tttaggtaac 


atctcctgaa 


aagcttgtag 


cacaaaggct 


cagctgggga 


2880 


tggtgtttga 


cttcggagga 


aaaaagttgc 


tattgecegt 


taaaggcact 


agagttagtg 


2940 
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ttttatccct 


aaataatttc 


aatttttaaa 


aacatgeage 


ttccctctcc 


ccttttttat 


3000 


ttttgaaaga 


atacatttgg 


tcataaagtg 


aaaccegtat 


tagcaagtac 


gaggcaatgt 


3060 


tcattccaat 


cagatgcagc 


tttctcctcc 


gtctggtctc 


ctgtttgcaa 


ttgcttccct 


3120 


catctcagta 


gggaaaaaat 


tgagtgggag 


tactgagatg 


tgtggatttt 


toccat tcrcra 


3180 


caaagaatga 


ggttagaaga 


ctgcagcttg 


gagtctctct 


aggttttcaa 


ctatttcttc 


3240 


acaatttgaa 


cacttgacgg 


ttgtcccttt 


taatttattt 


gaagtgctat 


ttttttaaat 


3300 


aaaggttcat 


ctgtccatgc 


aaaaaaa 








3327 


<210> 30 

<211> 3178 

<212> DNA 

<213> Homo sapiens 












<400> 30 
gatctcttgg 


agacggcgac 


ccaggcatct 


ggggagecac 


agaagtegta 


ctcccttaaa 


60 


ccctgctttg 


ctccccctgt 


ggatgtaacc 


ccttagctgg 


cattttgeat 


ctcaattggc 


120 


ttgtgatgga 


ggcgtctttg 


gggattcaga 


tggatgagee 


aatggctttt 


tctccccagc 


180 


gtgaccggtt 


tcaggctgaa 


ggctctttaa 


aaaaaaacga 


gcagaatttt 


aaacttgcag 


240 


gtgttaaaaa 


agatattgag 


aagctttatg 


aagctgtacc 


acagcttagt 


aatgtgttta 


300 


agattgagga 


caaaattgga 


gaaggcactt 


tcagctctgt 


ttatttggcc 


acagcacagt 


360 


tacaagtagg 


acctgaagag 


aaaattgetc 


taaaacactt 


gattccaaca 


agtcatccta 


420 


^ a arts a ^ ^ 
UactyaaU CyC 


age ugaac c c 


cagtgcctaa 


cagtggctgg 


ggggcaagat 


aatgtcatgg 


480 


gagttaaata 


ctgetttagg 


aagaatgatc 


atgtagttat 


tgetatgeca 


tatctggagc 


540 


atgagtcgtt 


tttggacatt 


ctgaattctc 


tttcctttca 


agaagtaegg 


gaatatatgc 


600 


ttaatctgtt 


caaagctttg 


aaaegcatte 


atcagtttgg 


tattgttcac 


cgtgatgtta 


660 


agcccagcaa 


ttttttatat 


aataggegee 


tgaaaaagta 


tgccttggta 


gactttggtt 


720 


tggcccaagg 


aacccatgat 


acgaaaatag 


agcttcttaa 


atttgtccag 


tctgaagctc 


780 


agcaggaaag 


gtgttcacaa 


aacaaatccc 


acataatcac 


aggaaacaag 


attccactga 


840 


gtggcccagt 


acctaaggag 


ctggatcagc 


agtccaccac 


aaaagcttct 


gttaaaagac 


900 


cctacacaaa 


tgcacaaatt 


cagattaaac 


aaggaaaaga 


eggaaaggag 


ggatctgtag 


960 


gcctttctgt 


ccagcgctct 


gtttttggag 


aaagaaattt 


caatatacac 


agctccattt 


1020 


cacatgagag 


ccctgcagtg 


aaactcatga 


agcagtcaaa 


gactgtggat 


gtactgtcta 


1080 


gaaagttagc 


aacaaaaaag 


aaggctattt 


ctacgaaagt 


tatgaatagt 


gctgtgatga 


1140 


ggaaaactgc 


cagttcttgc 


ccagctagcc 


tgacctgtga 


ctgetatgea 


acagataaag 


1200 


tttgtagtat 


ttgectttea 


aggegtcage 


aggttgcccc 


tagggcaggt 


acaccaggat 


1260 
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tcagagcacc 


agaggtcttg 


acaaagtgcc 


ccaatcaaac 


tacagcaatt 


gacatgtggt 


1320 


ctgcaggtgt 


catatttctt 


tctttgctta 


gtggacgata 


tccattttat 


aaagcaagtg 


1380 


atgatttaac 


tgctttggcc 


caaattatga 


caattagggg 


atccagagaa 


actatccaag 


1440 


ctgctaaaac 


ttttgggaaa 


tcaatattat 


gtagcaaaga 


agttccagca 


caagacttga 


1500 


gaaaactctg 


tgagagactc 


aggggtatgg 


attctagcac 


tcccaagtta 


acaagtgata 


1560 


tacaagggca 


tgcttctcat 


caaccagcta 


tttcagagaa 


gactgaccat 


aaagcttctt 


1620 


gcctcgttca 


aacacctcca 


ggacaatact 


cagggaattc 


atttaaaaag 


ggggatagta 


1680 


atagctgtga 


gcattgtttt 


gatgagtata 


ataccaattt 


agaaggctgg 


aatgaggtac 


1740 


ctgatgaagc 


ttatgacctg 


cttgataaac 


ttctagatct 


aaatccagct 


tcaagaataa 


1800 


cagcagaaga 


agctttgttg 


catccatttt 


ttaaagatat 


gagcttgtga 


taatggatct 


1860 


tcatttaatg 


tttactgtta 


tgaggtagaa 


taaaaaagaa 


tactttgtaa 


tagccacaag 


1920 


ttcttgttta 


gagaccagag 


caggattaat 


aatttatttt 


aacattttag 


tgtttggtgg 


1980 


cacattctaa 


aatatagatt 


aagaatactt 


aaaatgcctg 


ggatagttct 


tgggactaac 


2040 


aacatgatct 


tctttgagtt 


aaacctacct 


aagtagattt 


taggtgggtt 


cctattaggt 


2100 


cagattttta 


gcttccctaa 


ttacctttca 


ctgacataca 


gaaaaaggag 


cagttttagt 


2160 


tttaattaat 


taaaattaac 


agatgtgatg 


aggattaaat 


gaatcaaaag 


acttaatttg 


2220 


tagattcttt 


tagagttatg 


agctaggtat 


agtttgggga 


aactcaacct 


ggtgctggtg 


2280 


ctcttaacaa 


ttttgtaaat 


aaagaagata 


atttcctttt 


ctagaggtac 


atattaggcc 


2340 


ttttatgaac 


actaaaacaa 


tgaggaaatg 


ttggtcatgg 


ggcaaagtat 


cacttaaaat 


2400 


tgaattcatc 


catttttaaa 


aaacacttca 


tgaaagcatt 


ctggtgtgaa 


ttgccatttt 


2460 


tttcttactg 


gcttctcaat 


tttcttcctt 


ctctgcccct 


acctaaaaca 


ttctcctcgg 


2520 


aaattacatg 


gtgctgacca 


caaagtttct 


ggatgtttta 


ttaaatattg 


tacgtgttta 


2580 


cagttgggaa 


tttaaaataa 


tacatacact 


ggttgataaa 


gggaagctgc 


aggaccaagg 


2640 


tgaagattga 


tagtccaaat 


gcttttcttt 


tttgagttgt 


atattttttc 


acaccatctt 


2700 


agatataatt 


aggtagctgc 


tgaaaggaaa 


agtgaataca 


gaattgacgg 


tattattgga 


2760 


gatttttcct 


ctgcgtagag 


ccatccagat 


ctctgtatcc 


tgttttgact 


aagtcttagg 


2820 


tgggttggga 


agacagataa 


tgaagtaggc 


aaagagaaaa 


ggacccaaga 


tagaggttta 


2880 


tattcagaaa 


tggtatatat 


caatgacagc 


atatcaaact 


tcctatggga 


aaaagtctgg 


2940 


tgggtggtca 


gctgacagat 


ttcccattta 


gtagtcatag 


aatacagaaa 


tagtttaggg 


3000 


acatgtattc 


attttgttat 


tttgagcatt 


gataggtcag 


tatatctacc 


taatctgttt 


3060 


ggtaagtata 


ggatatataa 


accattacca 


ttgatctgtc 


ttatgccata 


atcttaaaaa 


3120 
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aaaattgaat gctcttgaat ttgtatattc aataaagtta tccttttata aaaaaaaa 3178 

<210> 31 

<211> 1560 

<212> DNA 

<213> Homo sapiens 

<400> 31 

atgggcaacg cccccgccaa gaaggacacc gagcaggagg agagcgtgaa cgagttccta 60 

gccaaagcca gaggagattt cctctacaga tggggaaacc ccgctcaaaa caccgccagc 120 

tcggatcagt tcgaacggct caggacgctg ggcatgggct ccttcgggcg ggtgatgctg 180 

gtgaggcacc aggagaccgg cggccactac gccatgaaga tcctcaacaa gcagaaggtg 240 

gtgaagatga agcaggtcga gcacatactg aacgagaagc gcatcctgca ggcgatcgac 300 

tttccgttcc tcgtcaagct ccagttctcc tttaaggaca actcctacct gtacctggtg 360 

atggagtacg tgccgggtgg ggagatgttc tcccgcctac agcgcgtcgg aaggtttagc 420 

gagccccatg cctgtttcta tgccgcccag gtcgtcctgg ccgtccagta cctacactcg 480 

ctcgacctca tccaccgcga cctgaagccc gagaatctcc tcatcgacca gcagggctac 540 

ctgcaggtga cggacttcgg tttcgccaag cgcgtgaagg gccgcacttg gaccttgtgc 600 

gggaccccag agtacctggc ccccgagatc atcctgagca aaggctacaa caaggccgtg 660 

gactggtggg ccctaggggt gctcatctat gagatggccg tgggcttccc acccttctac 720 

gccgaccagc ccatccagat ctacgagaag atcgtctctg ggagggtgcg gtttccctcc 780 

aaactcagct ctgacctcaa gcatctgctg cggagcctgc tgcaggtgga cctcaccaag 840 

cgcttcggaa acctcaggaa cggggttggc gacatcaaga accacaagtg gttcgccaca 900 

accagctgga tcgccatcta tgagaagaag gtggaagctc ccttcatccc gaagtacaca 960 

ggccctgggg atgccagtaa ctttgacgac tacgaggagg aagagctccg gatctccatc 1020 

aatgagaagt gtgccaagga gttttctgag ttttaggggt gtgcttgtgc ccctgtgggt 1080 

tttctttcct ttttgttttt ggtggtttgg gggatgggag ggttggattg aacagccaga 1140 

gggccccaga gttccttgta tctaatttca tcctcacccc accctccagg gttgggggag 1200 

caggaagccc agatatttgg aggaacagaa acaccagctg ctccctcacc ccccgcccca 1260 

tgccttcctg gtccctctgt gcttctctct ttctcctccc acagggtccc ccttgcccca 1320 

gcccccttct gcctgtttta aacgagtttc tcagctctat tcaggccagg tcttgctgtt 1380 

gtatcaaggg acacggtgtg gaaagagggg ctcaaactta actccagccc tgaacaggca 1440 

ccacttacta agagaggatg aatgaaaagc acacctaccc tttggagtaa tcctgcctgg 1500 

gaaggagaga ggtttagtgc catgttcagt gggctgtttg ctagaataaa aaattaaaac 1560 
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<210> 32 

<211> 518 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Ala Thr Thr Ala Thr Cys Thr Arg Phe Thr Asp Asp Tyr Gin Leu 
15 10 15 



Phe Glu Glu Leu Gly Lys Gly Ala Phe Ser Val Val Arg Arg Cys Val 
20 25 30 



Lys Lys Thr Ser Thr Gin Glu Tyr Ala Ala Lys lie lie Asn Thr Lys 
35 40 45 



Lys Leu Ser Ala Arg Asp His Gin Lys Leu Glu Arg Glu Ala Arg lie 
50 55 60 



Cys Arg Leu Leu Lys His Pro Asn lie Val Arg Leu His Asp Ser He 
65 70 75 80 



Ser Glu Glu Gly Phe His Tyr Leu Val Phe Asp Leu Val Thr Gly Gly 
85 90 95 



Glu Leu Phe Glu Asp He Val Ala Arg Glu Tyr Tyr Ser Glu Ala Asp 
100 105 110 



Ala Ser His Cys He His Gin He heix Glu Ser Val Asn His He His 
115 120 125 



Gin His Asp He Val His Arg Asp Leu Lys Pro Glu Asn Leu Leu Leu 
130 135 140 



Ala Ser Lys Cys Lys Gly Ala Ala Val Lys Leu Ala Asp Phe Gly Leu 
145 150 155 160 



Ala He Glu Val Gin Gly Glu Gin Gin Ala Trp Phe Gly Phe Ala Gly 
165 170 175 



Thr Pro Gly Tyr Leu Ser Pro Glu Val Leu Arg Lys Asp Pro Tyr Gly 
180 185 190 



Lys Pro Val Asp He Trp Ala Cys Gly Val He Leu Tyr He Leu Leu 
195 200 205 



Val Gly Tyr Pro Pro Phe Trp Asp Glu Asp Gin His Lys Leu Tyr Gin 
210 215 220 
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Gin lie Lys Ala Gly Ala Tyr Asp Phe Pro Ser Pro Glu Trp Asp Thr 
225 230 235 240 



Val Thr Pro Glu Ala Lys Asn Leu lie Asn Gin Met Leu Thr lie Asn 
245 250 255 



Pro Ala Lys Arg lie Thr Ala Asp Gin Ala Leu Lys His Pro Trp Val 
260 265 270 



Cys Gin Arg Ser Thr Val Ala Ser Met Met His Arg Gin Glu Thr Val 
275 280 285 



Glu Cys Leu Arg Lys Phe Asn Ala Arg Arg Lys Leu Lys Gly Ala lie 
290 295 300 



Leu Thr Thr Met Leu Val Ser Arg Asn Phe Ser Ala Ala Lys Ser Leu 
305 310 315 320 



Leu Asn Lys Lys Ser Asp Gly Gly Val Lys Pro Gin Ser Asn Asn Lys 
325 330 335 



Asn Ser Leu Val Ser Pro Ala Gin Glu Pro Ala Pro Leu Gin Thr Ala 
340 345 350 



Met Glu Pro Gin Thr Thr Val Val His Asn Ala Thr Asp Gly He Lys 
355 360 365 



Gly Ser Thr Glu Ser Cys Asn Thr Thr Thr Glu Asp Glu Asp Leu Lys 
370 375 380 



Val Arg Lys Gin Glu He He Lys He Thr Glu Gin Leu He Glu Ala 
385 390 395 400 



He Asn Asn Gly Asp Phe Glu Ala Tyr Thr Lys He Cys Asp Pro Gly 
405 410 415 



Leu Thr Ser Phe Glu Pro Glu Ala Leu Gly Asn Leu Val Glu Gly Met 
420 425 430 



Asp Phe His Lys Phe Tyr Phe Glu Asn Leu Leu Ser Lys Asn Ser Lys 
435 440 445 



Pro He His Thr Thr He Leu Asn Pro His Val His Val He Gly Glu 
450 455 460 
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Asp Ala Ala Cys lie Ala Tyr lie Arg Leu Thr Gin Tyr He Asp Gly 
465 470 475 480 



Gin Gly Arg Pro Arg Thr Ser Gin Ser Glu Glu Thr Arg Val Trp His 
485 490 495 



Arg Arg Asp Gly Lys Trp Leu Asn Val His Tyr His Cys Ser Gly Ala 
500 505 510 



Pro Ala Ala Pro Leu Gin 
515 



<210> 33 

<211> 607 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Met Leu Ala Gly Leu Pro Thr Ser Asp Pro Gly Arg Leu He Thr Asp 
15 10 15 



Pro Arg Ser Gly Arg Thr Tyr Leu Lys Gly Arg Leu Leu Gly Lys Gly 
20 . 25 30 



Gly Phe Ala Arg Cys Tyr Glu Ala Thr Asp Thr Glu Thr Gly Ser Ala 
35 40 45 



Tyr Ala Val Lys Val He Pro Gin Ser Arg Val Ala Lys Pro His Gin 
50 55 60 



Arg Glu Lys He Leu Asn Glu He Glu Leu His Arg Asp Leu Gin His 
65 70 75 80 



Arg His He Val Arg Phe Ser His His Phe Glu Asp Ala Asp Asn He 
85 90 95 



Tyr He Phe Leu Glu Leu Cys Ser Arg Lys Ser Leu Ala His He Trp 
100 105 110 



Lys Ala Arg His Thr Leu Leu Glu Pro Glu Val Arg Tyr Tyr Leu Arg 
115 120 125 



Gin He Leu Ser Gly Leu Lys Tyr Leu His Gin Arg Gly He Leu His 
130 135 140 



Arg Asp Leu Lys Leu Gly Asn Phe Phe He Thr Glu Asn Met Glu Leu 
145 150 155 160 
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Lys Val Gly Asp Phe Gly Leu Ala Ala Arg Leu Glu Pro Pro Glu Gin 
165 170 175 



Arg Lys Lys Thr lie Cys Gly Thr Pro Asn Tyr Val Ala Pro Glu Val 
180 185 190 



Leu Leu Arg Gin Gly His Gly Pro Glu Ala Asp Val Trp Ser Leu Gly 
195 200 205 



Cys Val Met Tyr Thr Leu Leu Cys Gly Ser Pro Pro Phe Glu Thr Ala 
210 215 220 



Asp Leu Lys Glu Thr Tyr Arg Cys lie Lys Gin Val His Tyr Thr Leu 
225 230 235 240 



Pro Ala Ser Leu Ser Leu Pro Ala Arg Gin Leu Leu Ala Ala lie Leu 
245 250 255 

Arg Ala Ser Pro Arg Asp Arg Pro Ser He Asp Gin He Leu Arg His 
260 265 270 



Asp Phe Phe Thr Lys Gly Tyr Thr Pro Asp Arg Leu Pro He Ser Ser 
275 280 285 



Cys Val Thr Val Pro Asp Leu Thr Pro Pro Asn Pro Ala Arg Ser Leu 
290 295 300 



Phe Ala Lys Val Thr Lys Ser Leu Phe Gly Arg Lys Lys Lys Ser Lys 

305 310 315 320 

Asn His Ala Gin Glu Arg Asp Glu Val Ser Gly Leu Val Ser Gly Leu 

325 330 335 



Met Arg Thr Ser Val Gly His Gin Asp Ala Arg Pro Glu Ala Pro Ala 
340 345 350 

Ala Ser Gly Pro Ala Pro Val Ser Leu Val Glu Thr Ala Pro Glu Asp 
355 360 365 



Ser Ser Pro Arg Gly Thr Leu Ala Ser Ser Gly Asp Gly Phe Glu Glu 
370 375 380 



Gly Leu Thr Val Ala Thr Val Val Glu Ser Ala Leu Cys Ala Leu Arg 
385 390 395 400 



Asn Cys He Ala Phe Met Pro Pro Ala Glu Gin Asn Pro Ala Pro Leu 
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Ala Gin Pro Glu Pro Leu Val Trp Val Ser Lys Trp Val Asp Tyr Ser 
420 425 430 

Asn Lys Phe Gly Phe Gly Tyr Gin Leu Ser Ser Arg Arg Val Ala Val 
435 440 445 

Leu Phe Asn Asp Gly Thr His Met Ala Leu Ser Ala Asn Arg Lys Thr 
450 455 460 

Val His Tyr Asn Pro Thr Ser Thr Lys His Phe Ser Phe Ser Val Gly 
465 470 475 480 

Ala Val Pro Arg Ala Leu Gin Pro Gin Leu Gly lie Leu Arg Tyr Phe 
485 490 495 

Ala Ser Tyr Met Glu Gin His Leu Met Lys Gly Gly Asp Leu Pro Ser 
500 505 510 

Val Glu Glu Val Glu Val Pro Ala Pro Pro Leu Leu Leu Gin Trp Val 
515 520 525 

Lys Thr Asp Gin Ala Leu Leu Met Leu Phe Ser Asp Gly Thr Val Gin 
530 535 540 

Val Asn Phe Tyr Gly Asp His Thr Lys Leu He Leu Ser Gly Trp Glu 
545 550 555 560 

Pro Leu Leu Val Thr Phe Val Ala Arg Asn Arg Ser Ala Cys Thr Tyr 
565 570 575 

Leu Ala Ser His Leu Arg Gin Leu Gly Cys Ser Pro Asp Leu Arg Gin 
580 585 590 

Arg Leu Arg Tyr Ala Leu Arg Leu Leu Arg Asp Arg Ser Pro Ala 
595 600 605 

<210> 34 

<211> 421 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Ala Ser Ser Ser Val Pro Pro Ala Thr Val Ser Ala Ala Thr Ala 
1 5 io 15 
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Gly Pro Gly Pro Gly Phe Gly Phe Ala Ser Lys Thr Lys Lys Lys His 
20 25 30 

Phe Val Gin Gin Lys Val Lys Val Phe Arg Ala Ala Asp Pro Leu Val 
35 40 45 



Gly Val Phe Leu Trp Gly Val Ala His Ser He Asn Glu Leu Ser Gin 
50 55 60 

Val Pro Pro Pro Val Met Leu Leu Pro Asp Asp Phe Lys Ala Ser Ser 
65 70 75 80 

Lys He Lys Val Asn Asn His Leu Phe His Arg Glu Asn Leu Pro Ser 
85 90 95 

His Phe Lys Phe Lys Glu Tyr Cys Pro Gin Val Phe Arg Asn Leu Arg 
100 105 HO 

Asp Arg Phe Gly He Asp Asp Gin Asp Tyr Leu Val Ser Leu Thr Arg 
115 120 125 

Asn Pro Pro Ser Glu Ser Glu Gly Ser Asp Gly Arg Phe Leu He Ser 
130 135 140 



Tyr Asp Arg Thr Leu Val He Lys Glu Val Ser Ser Glu Asp He Ala 
145 150 155 160 

Asp Met His Ser Asn Leu Ser Asn Tyr His Gin Tyr He Val Lys Cys 
165 170 175 

His Gly Asn Thr Leu Leu Pro Gin Phe Leu Gly Met Tyr Arg Val Ser 
180 185 190 

Val Asp Asn Glu Asp Ser Tyr Met Leu Val Met Arg Asn Met Phe Ser 
195 200 205 

His Arg Leu Pro Val His Arg Lys Tyr Asp Leu Lys Gly Ser Leu Val 
210 215 220 



Ser Arg Glu Ala Ser Asp Lys Glu Lys Val Lys Glu Leu Pro Thr Leu 
225 230 235 240 

Arg Asp Met Asp Phe Leu Asn Lys Asn Gin Lys Val Tyr He Gly Glu 
245 250 255 

Glu Glu Lys Lys He Phe Leu Glu Lys Leu Lys Arg Asp Val Glu Phe 
260 265 270 
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Leu Val Gin Leu Lys lie Met Asp Tyr Ser Leu Leu Leu Gly lie His 
275 280 285 



Asp lie lie Arg Gly Ser Glu Pro Glu Glu Glu Ala Pro Val Arg Glu 
290 295 300 



Asp Glu Ser Glu Val Asp Gly Asp Cys Ser Leu Thr Gly Pro Pro Ala 
305 310 315 320 



Leu Val Gly Ser Tyr Gly Thr Ser Pro Glu Gly lie Gly Gly Tyr lie 
325 330 335 



His Ser His Arg Pro Leu Gly Pro Gly Glu Phe Glu Ser Phe lie Asp 
340 345 350 



Val Tyr Ala lie Arg Ser Ala Glu Gly Ala Pro Gin Lys Glu Val Tyr 
355 360 365 



Phe Met Gly Leu lie Asp lie Leu Thr Gin Tyr Asp Ala Lys Lys Lys 
370 375 380 



Ala Ala His Ala Ala Lys Thr Val Lys His Gly Ala Gly Ala Glu He 
385 390 395 400 



Ser Thr Val His Pro Glu Gin Tyr Ala Lys Arg Phe Leu Asp Phe He 
405 410 415 



Thr Asn He Phe Ala 
420 



<210> 35 

<211> 574 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Met Arg Asp Pro Gly Ala Ala Ala Pro Leu Ser Ser Leu Gly Leu Cys 
15 10 15 



Ala Leu Val Leu Ala Leu Leu Gly Ala Leu Ser Ala Gly Ala Gly Ala 
20 25 30 



Gin Pro Tyr His Gly Glu Lys Gly He Ser Val Pro Asp His Gly Phe 
35 40 45 



Cys Gin Pro He Ser He Pro Leu Cys Thr Asp He Ala Tyr Asn Gin 
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50 55 60 



Thr He Leu Pro Asn Leu Leu Gly His Thr Asn Gin Glu Asp Ala Gly 
65 70 75 80 

Leu Glu Val His Gin Phe Tyr Pro Leu Val Lys Val Gin Cys Ser Pro 
85 90 95 

Glu Leu Arg Phe Phe Leu Cys Ser Met Tyr Ala Pro Val Cys Thr Val 
100 105 110 

Leu Asp Gin Ala He Pro Pro Cys Arg Ser Leu Cys Glu Arg Ala Arg 
115 120 125 

Gin Gly Cys Glu Ala Leu Met Asn Lys Phe Gly Phe Gin Trp Pro Glu 
130 135 140 



Arg Leu Arg Cys Glu Asn Phe Pro Val His Gly Ala Gly Glu He Cys 
145 150 155 160 

Val Gly Gin Asn Thr Ser Asp Gly Ser Gly Gly Pro Gly Gly Gly Pro 
165 170 - 175 

Thr Ala Tyr Pro Thr Ala Pro Tyr Leu Pro Asp Leu Pro Phe Thr Ala 
180 185 190 

Leu Pro Pro Gly Ala Ser Asp Gly Arg Gly Arg Pro Ala Phe Pro Phe 
195 200 205 

Ser Cys Pro Arg Gin Leu Lys Val Pro Pro Tyr Leu Gly Tyr Arg Phe 
210 215 220 

Leu Gly Glu Arg Asp Cys Gly Ala Pro Cys Glu Pro Gly Arg Ala Asn 
225 230 235 240 

Gly Leu Met Tyr Phe Lys Glu Glu Glu Arg Arg Phe Ala Arg Leu Trp 
245 250 255 

Val Gly Val Trp Ser Val Leu Cys Cys Ala Ser Thr Leu Phe Thr Val 
2S0 265 270 

Leu Thr Tyr Leu Val Asp Met Arg Arg Phe Ser Tyr Pro Glu Arg Pro 
275 280 285 

He He Phe Leu Ser Gly Cys Tyr Phe Met Val Ala Val Ala His Val 
2 90 295 300 
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Ala Gly Phe Leu Leu Glu Asp Arg Ala Val Cys Val Glu Arg Phe Ser 
3 °5 310 315 320 

Asp Asp Gly Tyr Arg Thr Val Ala Gin. Gly Thr Lys Lys Glu Gly Cys 
325 330 335 

Thr lie Leu Phe Met Val Leu Tyr Phe Phe Gly Met Ala Ser Ser lie 
340 345 350 

Trp Trp Val He Leu Ser Leu Thr Trp Phe Leu Ala Ala Gly Met Lys 
355 360 365 

Trp Gly His Glu Ala He Glu Ala Asn Ser Gin Tyr Phe His Leu Ala 
370 375 380 

Ala Trp Ala Val Pro Ala Val Lys Thr He Thr He Leu Ala Met Gly 
385 390 395 400 

Gin Val Asp Gly Asp Leu Leu Ser Gly Val Cys Tyr Val Gly Leu Ser 
405 410 415 

Ser Val Asp Ala Leu Arg Gly Phe Val Leu Ala Pro Leu Phe Val Tyr 
420 425 430 

Leu Phe He Gly Thr Ser Phe Leu Leu Ala Gly Phe Val Ser Leu Phe 
435 440 445 

Arg He Arg Thr He Met Lys His Asp Gly Thr Lys Thr Glu Lys Leu 
450 455 460 

Glu Lys Leu Met Val Arg He Gly Val Phe Ser Val Leu Tyr Thr Val 
465 470 475 " 480 

Pro Ala Thr He Val Leu Ala Cys Tyr Phe Tyr Glu Gin Ala Phe Arg 
485 490 495 

Glu His Trp Glu Arg Thr Trp Leu Leu Gin Thr Cys Lys Ser Tyr Ala 
500 505 510 

Val Pro Cys Pro Pro Gly His Phe Pro Pro Met Ser Pro Asp Phe Thr 
515 520 525 

Val Phe Met lie Lys Tyr Leu Met Thr Met lie Val Gly lie Thr Thr 
530 535 540 



Gly Phe Trp lie Trp Ser Gly Lys Thr Leu Gin Ser Trp Arg Arg Phe 
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545 550 555 560 



Tyr His Arg Leu Ser His Ser Ser Lys Gly Glu Thr Ala Val 
565 570 



<210> 36 

<211> 420 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Met Ser Gly Arg Pro Arg Thr Thr Ser Phe Ala Glu Ser Cys Lys Pro 
15 10 15 



Val Gin Gin Pro Ser Ala Phe Gly Ser Met Lys Val Ser Arg Asp Lys 
20 25 30 



Asp Gly Ser Lys Val Thr Thr Val Val Ala Thr Pro Gly Gin Gly Pro 
35 40 45 



Asp Arg Pro Gin Glu Val Ser Tyr Thr Asp Thr Lys Val lie Gly Asn 
50 55 60 



Gly Ser Phe Gly Val Val Tyr Gin Ala Lys Leu Cys Asp Ser Gly Glu 
65 70 75 80 



Leu Val Ala lie Lys Lys Val Leu Gin Asp Lys Arg Phe Lys Asn Arg 
85 90 95 



Glu Leu Gin lie Met Arg Lys Leu Asp His Cys Asn lie Val Arg Leu 
100 105 110 



Arg Tyr Phe Phe Tyr Ser Ser Gly Glu Lys Lys Asp Glu Val Tyr Leu 
115 120 125 



Asn Leu Val Leu Asp Tyr Val Pro Glu Thr Val Tyr Arg Val Ala Arg 
130 135 140 



His Tyr Ser Arg Ala Lys Gin Thr Leu Pro Val He Tyr Val Lys Leu 
145 150 155 160 



Tyr Met Tyr Gin Leu Phe Arg Ser Leu Ala Tyr He His Ser Phe Gly 
165 170 175 



He Cys His Arg Asp He Lys Pro Gin Asn Leu Leu Leu Asp Pro Asp 
180 185 190 
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Thr Ala Val Leu Lys Leu Cys Asp Phe Gly Ser Ala Lys Gin Leu Val 
195 200 205 



Arg Gly Glu Pro Asn Val Ser Tyr He Cys Ser Arg Tyr Tyr Arg Ala 
210 215 220 



Pro Glu Leu He Phe Gly Ala Thr Asp Tyr Thr Ser Ser He Asp Val 
225 230 235 240 



Trp Ser Ala Gly Cys Val Leu Ala Glu Leu Leu Leu Gly Gin Pro He 
245 250 255 

Phe Pro Gly Asp Ser Gly Val Asp Gin Leu Val Glu He He Lys Val 
260 265 270 



Leu Gly Thr Pro Thr Arg Glu Gin He Arg Glu Met Asn Pro Asn Tyr 
275 280 285 



Thr Glu Phe Lys Phe Pro Gin He Lys Ala His Pro Trp Thr Lys Val 
290 295 300 



Phe Arg Pro Arg Thr Pro Pro Glu Ala He Ala Leu Cys Ser Arg Leu 
305 310 315 * 320 



Leu Glu Tyr Thr Pro Thr Ala Arg Leu Thr Pro Leu Glu Ala Cys Ala 
325 330 335 



His Ser Phe Phe Asp Glu Leu Arg Asp Pro Asn Val Lys His Pro Asn 
340 345 350 



Gly Arg Asp Thr Pro Ala Leu Phe Asn Phe Thr Thr Gin Glu Leu Ser 
355 360 365 



Ser Asn Pro Pro Leu Ala Thr He Leu He Pro Pro His Ala Arg He 
370 375 380 



Gin Ala Ala Ala Ser Thr Pro Thr Asn Ala Thr Ala Ala Ser Asp Ala 
385 390 395 400 



Asn Thr Gly Asp Arg Gly Gin Thr Asn Asn Ala Ala Ser Ala Ser Ala 
405 410 415 



Ser Asn Ser Thr 
420 



<210> 37 
<211> 1215 
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<212> PRT 

<213> Homo sapiens 

<400> 37 

Met Ala Ser Gin Val Leu Val Tyr Pro Pro Tyr Val Tyx Gin Thr Gin 
15 10 15 



Ser Ser Ala Phe Cys Ser Val Lys Lys Leu Lys Val Glu Pro Ser Ser 
20 25 30 



Cys Val Phe Gin Glu Arg Asn Tyr Pro Arg Thr Tyr Val Asn Gly Arg 
35 40 45 



Asn Phe Gly Asn Ser His Pro Pro Thr Lys Gly Ser Ala Phe Gin Thr 
50 55 60 



Lys lie Pro Phe Asn Arg Pro Arg Gly His Asn Phe Ser Leu Gin Thr 
65 70 75 80 



Ser Ala Val Val Leu Lys Asn Thr Ala Gly Ala Thr Lys Val lie Ala 
85 . 90 95 



Ala Gin Ala Gin Gin Ala His Val Gin Ala Pro Gin lie Gly Ala Trp 
100 105 110 



Arg Asn Arg Leu His Phe Leu Glu Gly Pro Gin Arg Cys Gly Leu Lys 
115 120 125 



Arg Lys Ser Glu Glu Leu Asp Asn His Ser Ser Ala Met Gin He Val 
130 135 140 



Asp Glu Leu Ser He Leu Pro Ala Met Leu Gin Thr Asn Met Gly Asn 
145 150 155 160 



Pro Val Thr Val Val Thr Ala Thr Thr Gly Ser Lys Gin Asn Cys Thr 
165 170 175 



Thr Gly Glu Gly Asp Tyr Gin Leu Val Gin His Glu Val Leu Cys Ser 
180 185 190 



Met Lys Asn Thr Tyr Glu Val Leu Asp Phe Leu Gly Arg Gly Thr Phe 
195 200 205 



Gly Gin Val Val Lys Cys Trp Lys Arg Gly Thr Asn Glu He Val Ala 
210 215 220 



He Lys He Leu Lys Asn His Pro 



Ser Tyr Ala Arg Gin Gly Gin He 
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225 230 235 



240 



Glu Val Ser He Leu Ala Arg Leu Ser Thr Glu Asn Ala Asp Glu Tyr 
245 250 255 

Asn Phe Val Arg Ala Tyr Glu Cys Phe Gin His Arg Asn His Thr Cys 
260 265 270 

Leu Val Phe Glu Met Leu Glu Gin Asn Leu Tyr Asp Phe Leu Lys Gin 
275 280 285 

Asn Lys Phe Ser Pro Leu Pro Leu Lys Val He Arg Pro He Leu Gin 
290 295 300 

Gin Val Ala Thr Ala Leu Lys Lys Leu Lys Ser Leu Gly Leu He His 
305 310 315 320 

Ala Asp Leu Lys Pro Glu Asn He Met Leu Val Asp Pro Val Arg Gin 
325 330 335 

Pro Tyr Arg Val Lys Val He Asp Phe Gly Ser Ala Ser His Val Ser 
340 345 350 

Lys Thr Val Cys Ser Thr Tyr Leu Gin Ser Arg Tyr Tyr Arg Ala Pro 
355 360 365 

Glu He He Leu Gly Leu Pro Phe Cys Glu Ala He Asp Met Trp Ser 
370 375 380 

Leu Gly Cys Val He Ala Glu Leu Phe Leu Gly Trp Pro Leu Tyr Pro 
385 390 395 ^ 400 

Gly Ala Leu Glu Tyr Asp Gin He Arg Tyr He Ser Gin Thr Gin Gly 
405 410 415 

Leu Pro Gly Glu Gin Leu Leu Asn Val Gly Thr Lys Ser Thr Arg Phe 
420 425 430 

Phe Cys Lys Glu Thr Asp Met Ser His Ser Gly Trp Arg Leu Lys Thr 
435 440 445 

Leu Glu Glu His Glu Ala Glu Thr Gly Met Lys Ser Lys Glu Ala Arg 
450 455 460 

Lys Tyr He Phe Asn Ser Leu Asp Asp Val Ala His Val Asn Thr Val 
465 470 475 480 
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Met Asp Leu Glu Gly Ser Asp Leu Leu Ala Glu Lys Ala Asp Arg Arg 
485 490 495 



Glu Phe Val Ser Leu Leu Lys Lys Met Leu Leu lie Asp Ala Asp Leu 
500 505 510 



Arg lie Thr Pro Ala Glu Thr Leu Asn His Pro Phe Val Asn Met Lys 
515 520 525 



His Leu Leu Asp Phe Pro His Ser Asn His Val Lys Ser Cys Phe His 
530 535 540 



lie Met Asp lie Cys Lys Ser His Leu Asn Ser Cys Asp Thr Asn Asn 
545 550 555 560 



His Asn Lys Thr Ser Leu Leu Arg Pro Val Ala Ser Ser Ser Thr Ala 
565 570 575 



Thr Leu Thr Ala Asn Phe Thr Lys lie Gly Thr Leu Arg Ser Gin Ala 
580 585 590 



Leu Thr Thr Ser Ala His Ser Val Val His His Gly lie Pro Leu Gin 
595 600 605 



Ala Gly Thr Ala Gin Phe Gly Cys Gly Asp Ala Phe Gin Gin Thr Leu 
610 615 620 



lie lie Cys Pro Pro Ala lie Gin Gly lie Pro Ala Thr His Gly Lys 
625 630 635 640 



Pro Thr Ser Tyr Ser lie Arg Val Asp Asn Thr Val Pro Leu Val Thr 
645 650 655 



Gin Ala Pro Ala Val Gin Pro Leu Gin lie Arg Pro Gly Val Leu Ser 
660 665 670 



Gin Thr Trp Ser Gly Arg Thr Gin Gin Met Leu Val Pro Ala Trp Gin 
675 680 685 



Gin Val Thr Pro Leu Ala Pro Ala Thr Thr Thr Leu Thr Ser Glu Ser 
690 695 700 



Val Ala Gly Ser His Arg Leu Gly Asp Trp Gly Lys Met lie Ser Cys 
705 710 715 720 



Ser Asn His Tyr Asn Ser Val Met Pro Gin Pro Leu Leu Thr Asn Gin 
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725 730 735 



lie Thr Leu Ser Ala Pro Gin Pro Val Ser Val Gly lie Ala His Val 
740 745 750 



Val Trp Pro Gin Pro Ala Thr Thr Lys Lys Asn Lys Gin Cys Gin Asn 
755 760 765 



Arg Gly He Leu Val Lys Leu Met Glu Trp Glu Pro Gly Arg Glu Glu 
770 775 780 



He Asn Ala Phe Ser Trp Ser Asn Ser Leu Gin Asn Thr Asn He Pro 
785 790 795 800 

His Ser Ala Phe He Ser Pro Lys He He Asn Gly Lys Asp Val Glu 
805 810 815 



Glu Val Ser Cys He Glu Thr Gin Asp Asn Gin Asn Ser Glu Gly Glu 
820 825 830 



Ala Arg Asn Cys Cys Glu Thr Ser He Arg Gin Asp Ser Asp Ser Ser 
835 840 845 



Val Ser Asp Lys Gin Arg Gin Thr He He He Ala Asp Ser Pro Ser 
850 855 860 



Pro Ala Val Ser Val He Thr He Ser Ser Asp Thr Asp Glu Glu Glu 
865 870 875 880 



Thr Ser Gin Arg His Ser Leu Arg Glu Cys Lys Gly Ser Leu Asp Cys 
885 890 895 

Glu Ala Cys Gin Ser Thr Leu Asn He Asp Arg Met Cys Ser Leu Ser 
900 905 910 



Ser Pro Asp Ser Thr Leu Ser Thr Ser Ser Ser Gly Gin Ser Ser Pro 
915 920 925 



Ser Pro Cys Lys Arg Pro Asn Ser Met Ser Asp Glu Glu Gin Glu Ser 
930 935 940 



Ser Cys Asp Thr Val Asp Gly Ser Pro Thr Ser Asp Ser Ser Gly His 
945 950 955 960 



Asp Ser Pro Phe Ala Glu Ser Thr Phe Val Glu Asp Thr His Glu Asn 
965 970 975 
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Thr Glu Leu Val Ser Ser Ala Asp Thr Glu Thr Lys Pro Ala Val Cys 
980 985 990 



Ser Val Val Val Pro Pro Val Glu Leu Glu Asn Gly Leu Asn Ala Asp 
995 1000 1005 



Glu His Met Ala Asn Thr Asp Ser lie Cys Gin Pro Leu lie Lys 
1010 1015 1020 



Gly Arg Ser Ala Pro Gly Arg Leu Asn Gin Pro Ser Ala Val Gly 
1025 1030 1035 



Thr Arg Gin Gin Lys Leu Thr Ser Ala Phe Gin Gin Gin His Leu 
1040 1045 1050 



Asn Phe Ser Gin Val Gin His Phe Gly Ser Gly His Gin Glu Trp 
1055 1060 1065 



Asn Gly Asn Phe Gly His Arg Arg Gin Gin Ala Tyr lie Pro Thr 
1070 1075 1080 



Ser Val Thr Ser Asn Pro Phe Thr Leu Ser His Gly Ser Pro Asn 
1085 1090 1095 



His Thr Ala Val His Ala His Leu Ala Gly Asn Thr His Leu Gly 
1100 1105 1110 



Gly Gin Pro Thr Leu Leu Pro Tyr Pro Ser Ser Ala Thr Leu Ser 
1115 1120 1125 



Ser Ala Ala Pro Val Ala His Leu Leu Ala Ser Pro Cys Thr Ser 
1130 1135 1140 



Arg Pro Met Leu Gin His Pro Thr Tyr Asn lie Ser His Pro Ser 
1145 1150 1155 



Gly lie Val His Gin Val Pro Val Gly Leu Asn Pro Arg Leu Leu 
1160 1165 1170 



Pro Ser Pro Thr lie His Gin Thr Gin Tyr Lys Pro He Phe Pro 
1175 1180 1185 



Pro His Ser Tyr He Ala Ala Ser Pro Ala Tyr Thr Gly Phe Pro 
1190 1195 1200 



Leu Ser Pro Thr Lys Leu Ser Gin Tyr Pro Tyr Met 
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1205 1210 1215 



<210> 38 

<211> 976 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Arg Gly Ala Arg Gly Ala Trp Asp Phe Leu Cys Val Leu Leu Leu 
15 10 15 



Leu Leu Arg Val Gin Thr Gly Ser Ser Gin Pro Ser Val Ser Pro Gly 
20 25 30 



Glu Pro Ser Pro Pro Ser lie His Pro Gly Lys Ser Asp Leu lie Val 
35 40 45 



Arg Val Gly Asp Glu lie Arg Leu Leu Cys Thr Asp Pro Gly Phe Val 
50 55 60 



Lys Trp Thr Phe Glu lie Leu Asp Glu Thr Asn Glu Asn Lys Gin Asn 
65 70 75 80 



Glu Trp lie Thr Glu Lys Ala Glu Ala Thr Asn Thr Gly Lys Tyr Thr 
85 90 95 



Cys Thr Asn Lys His Gly Leu Ser Asn Ser lie Tyr Val Phe Val Arg 
100 105 110 



Asp Pro Ala Lys Leu Phe Leu Val Asp Arg Ser Leu Tyr Gly Lys Glu 
115 120 125 



Asp Asn Asp Thr Leu Val Arg Cys Pro Leu Thr Asp Pro Glu Val Thr 
130 135 140 



Asn Tyr Ser Leu Lys Gly Cys Gin Gly Lys Pro Leu Pro Lys Asp Leu 
145 150 155 160 



Arg Phe lie Pro Asp Pro Lys Ala Gly lie Met lie Lys Ser Val Lys 
165 170 175 



Arg Ala Tyr His Arg Leu Cys Leu His Cys Ser Val Asp Gin Glu Gly 
180 185 190 



Lys Ser Val Leu Ser Glu Lys Phe lie Leu Lys Val Arg Pro Ala Phe 
195 200 205 
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Lys Ala Val Pro Val Val Ser Val Ser Lys Ala Ser Tyr Leu Leu Arg 
210 215 220 



Glu Gly Glu Glu Phe Thr Val Thr Cys Thr lie Lys Asp Val Ser Ser 
225 230 235 240 



Ser Val Tyr Ser Thr Trp Lys Arg Glu Asn Ser Gin Thr Lys Leu Gin 
245 250 255 



Glu Lys Tyr Asn Ser Trp His His Gly Asp Phe Asn Tyr Glu Arg Gin 
260 265 270 



Ala Thr Leu Thr lie Ser Ser Ala Arg Val Asn Asp Ser Gly Val Phe 
275 280 285 



Met Cys Tyr Ala Asn Asn Thr Phe Gly Ser Ala Asn Val Thr Thr Thr 
290 295 300 



Leu Glu Val Val Asp Lys Gly Phe He Asn He Phe Pro Met He Asn 
305 310 315 320 



Thr Thr Val Phe Val Asn Asp Gly Glu Asn Val Asp Leu He Val Glu 
325 330 335 



Tyr Glu Ala Phe Pro Lys Pro Glu His Gin Gin Trp He Tyr Met Asn 
340 345 350 



Arg Thr Phe Thr Asp Lys Trp Glu Asp Tyr Pro Lys Ser Glu Asn Glu 
355 360 365 



Ser Asn He Arg Tyr Val Ser Glu Leu His Leu Thr Arg Leu Lys Gly 
370 375 380 



Thr Glu Gly Gly Thr Tyr Thr Phe Leu Val Ser Asn Ser Asp Val Asn 
385 390 395 400 



Ala Ala He Ala Phe Asn Val Tyr Val Asn Thr Lys Pro Glu He Leu 
405 410 415 



Thr Tyr Asp Arg Leu Val Asn Gly Met Leu Gin Cys Val Ala Ala Gly 
420 425 430 



Phe Pro Glu Pro Thr He Asp Trp Tyr Phe Cys Pro Gly Thr Glu Gin 
435 440 445 



Arg Cys Ser Ala Ser Val Leu Pro Val Asp Val Gin Thr Leu Asn Ser 
450 455 460 
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Ser Gly Pro Pro Phe Gly Lys Leu Val Val Gin Ser Ser lie Asp Ser 
465 470 475 480 



Ser Ala Phe Lys His Asn Gly Thr Val Glu Cys Lys Ala Tyr Asn Asp 
485 490 495 



Val Gly Lys Thr Ser Ala Tyr Phe Asn Phe Ala Phe Lys Gly Asn Asn 
500 505 510 



Lys Glu Gin lie His Pro His Thr Leu Phe Thr Pro Leu Leu lie Gly 
•515 520 * 525 



Phe Val lie Val Ala Gly Met Met Cys He He Val Met He Leu Thr 
530 535 540 



Tyr Lys Tyr Leu Gin Lys Pro Met Tyr Glu Val Gin Trp Lys Val Val 
545 550 555 560 



Glu Glu He Asn Gly Asn Asn Tyr Val Tyr He Asp Pro Thr Gin Leu 
565 570 575 



Pro Tyr Asp His Lys Trp Glu Phe Pro Arg Asn Arg Leu Ser Phe Gly 
580 585 590 



Lys Thr Leu Gly Ala Gly Ala Phe Gly Lys Val Val Glu Ala Thr Ala 
595 600 605 



Tyr Gly Leu He Lys Ser Asp Ala Ala Met Thr Val Ala Val Lys Met 
610 615 620 



Leu Lys Pro Ser Ala His Leu Thr Glu Arg Glu Ala Leu Met Ser Glu 
625 630 635 640 



Leu Lys Val Leu Ser Tyr Leu Gly Asn His Met Asn He Val Asn Leu 
645 650 655 



Leu Gly Ala Cys Thr He Gly Gly Pro Thr Leu Val He Thr Glu Tyr 
660 665 670 



Cys Cys Tyr Gly Asp Leu Leu Asn Phe Leu Arg Arg Lys Arg Asp Ser 
675 680 685 



Phe He Cys Ser Lys Gin Glu Asp His Ala Glu Ala Ala Leu Tyr Lys 
690 695 700 
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Asn Leu Leu His Ser Lys Glu Ser Ser Cys Ser Asp Ser Thr Asn Glu 
705 710 715 720 



Tyr Met Asp Met Lys Pro Gly Val Ser Tyr Val Val Pro Thr Lys Ala 
725 730 735 



Asp Lys Arg Arg Ser Val Arg lie Gly Ser Tyr He Glu Arg Asp Val 
740 745 750 



Thr Pro Ala He Met Glu Asp Asp Glu Leu Ala Leu Asp Leu Glu Asp 
755 760 765 



Leu Leu Ser Phe Ser Tyr Gin Val Ala Lys Gly Met Ala Phe Leu Ala 
770 775 780 



Ser Lys Asn Cys He His Arg Asp Leu Ala Ala Arg Asn He Leu Leu 
785 790 795 800 



Thr His Gly Arg He Thr Lys He Cys Asp Phe Gly Leu Ala Arg Asp 
805 810 815 



He Lys Asn Asp Ser Asn Tyr Val Val Lys Gly Asn Ala Arg Leu Pro 
820 825 830 



Val Lys Trp Met Ala Pro Glu Ser He Phe Asn Cys Val Tyr Thr Phe 
835 840 845 



Glu Ser Asp Val Trp Ser Tyr Gly He Phe Leu Trp Glu Leu Phe Ser 
850 855 860 



Leu Gly Ser Ser Pro Tyr Pro Gly Met Pro Val Asp Ser Lys Phe Tyr 
865 870 875 880 



Lys Met He Lys Glu Gly Phe Arg Met Leu Ser Pro Glu His Ala Pro 
885 890 895 



Ala Glu Met Tyr Asp He Met Lys Thr Cys Trp Asp Ala Asp Pro Leu 
900 905 910 



Lys Arg Pro Thr Phe Lys Gin He Val Gin Leu He Glu Lys Gin He 
915 920 925 



Ser Glu Ser Thr Asn His He Tyr Ser Asn Leu Ala Asn Cys Ser Pro 
930 935 940 



Asn Arg Gin Lys Pro Val Val Asp His Ser Val Arg He Asn Ser Val 
945 950 955 960 
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Gly Ser Thr Ala Ser Ser Ser Gin Pro Leu Leu Val His Asp Asp Val 
965 970 975 



<210> 39 

<211> 360 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Met Ala Ala Ala Ala Ala Ala Gly Ala Gly Pro Glu Met Val Arg Gly 
15 10 15 



Gin Val Phe Asp Val Gly Pro Arg Tyr Thr Asn Leu Ser Tyr lie Gly 
20 25 30 



Glu Gly Ala Tyr Gly Met Val Cys Ser Ala Tyr Asp Asn Val Asn Lys 
35 40 45 



Val Arg Val Ala lie Lys Lys lie Ser Pro Phe Glu His Gin Thr Tyr 
50 55 60 



Cys Gin Arg Thr Leu Arg Glu lie Lys lie Leu Leu Arg Phe Arg His 
65 70 75 80 



Glu Asn lie lie Gly lie Asn Asp lie lie Arg Ala Pro Thr lie Glu 
85 90 95 



Gin Met Lys Asp Val Tyr lie Val Gin Asp Leu Met Glu Thr Asp Leu 
100 105 110 



Tyr Lys Leu Leu Lys Thr Gin His Leu Ser Asn Asp His He Cys Tyr 
115 120 125 



Phe Leu Tyr Gin He Leu Arg Gly Leu Lys Tyr He His Ser Ala Asn 
130 135 140 



Val Leu His Arg Asp Leu Lys Pro Ser Asn Leu Leu Leu Asn Thr Thr 
145 150 155 160 



Cys Asp Leu Lys He Cys Asp Phe Gly Leu Ala Arg Val Ala Asp Pro 
165 170 175 



Asp His Asp His Thr Gly Phe Leu Thr Glu Tyr Val Ala Thr Arg Trp 
180 185 190 



Tyr Arg Ala Pro Glu He Met Leu Asn Ser Lys Gly Tyr Thr Lys Ser 

72 



WO 2004/037990 



PCI7US2003/033549 



195 200 205 



He Asp He Trp Ser Val Gly Cys He Leu Ala Glu Met Leu Ser Asn 
210 215 220 



Arg Pro He Phe Pro Gly Lys His Tyr Leu Asp Gin Leu Asn His He 
225 230 235 240 



Leu Gly He Leu Gly Ser Pro Ser Gin Glu Asp Leu Asn Cys He He 
245 250 255 



Asn Leu Lys Ala Arg Asn Tyr Leu Leu Ser Leu Pro His Lys Asn Lys 
260 265 270 



Val Pro Trp Asn Arg Leu Phe Pro Asn Ala Asp Ser Lys Ala Leu Asp 
275 280 285 



Leu Leu Asp Lys Met Leu Thr Phe Asn Pro His Lys Arg He Glu Val 
290 295 300 



Glu Gin Ala Leu Ala His Pro Tyr Leu Glu Gin Tyr Tyr Asp Pro Ser 
305 310 315 320 



Asp Glu Pro He Ala Glu Ala Pro Phe Lys Phe Asp Met Glu Leu Asp 
325 330 335 



Asp Leu Pro Lys Glu Lys Leu Lys Glu Leu He Phe Glu Glu Thr Ala 
340 345 350 



Arg Phe Gin Pro Gly Tyr Arg Ser 
355 360 



<210> 40 

<211> 422 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Met Ser Leu His Phe Leu Tyr Tyr Cys Ser Glu Pro Thr Leu Asp Val 
15 10 15 



Lys He Ala Phe Cys Gin Gly Phe Asp Lys Gin Val Asp Val Ser Tyr 
20 25 30 



He Ala Lys His Tyr Asn Met Ser Lys Ser Lys Val Asp Asn Gin Phe 
35 40 45 
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Tyr Ser Val Glu Val Gly Asp Ser Thr Phe Thr Val Leu Lys Arg Tyr 
50 55 60 



Gin Asn Leu Lys Pro lie Gly Ser Gly Ala Gin Gly lie Val Cys Ala 
65 70 75 80 



Ala Tyr Asp Ala Val Leu Asp Arg Asn Val Ala lie Lys Lys Leu Ser 
85 90 95 



Arg Pro Phe Gin Asn Gin Thr His Ala Lys Arg Ala Tyr Arg Glu Leu 
100 105 110 



Val Leu Met Lys Cys Val Asn His Lys Asn lie lie Ser Leu Leu Asn 
115 120 125 



Val Phe Thr Pro Gin Lys Thr Leu Glu Glu Phe Gin Asp Val Tyr Leu 
130 135 140 



Val Met Glu Leu Met Asp Ala Asn Leu Cys Gin Val lie Gin Met Glu 
145 150 155 160 



Leu Asp His Glu Arg Met Ser Tyr Leu Leu Tyr Gin Met Leu Cys Gly 
165 170 175 



He Lys His Leu His Ser Ala Gly He He His Arg Asp Leu Lys Pro 
180 185 190 



Ser Asn He Val Val Lys Ser Asp Cys Thr Leu Lys He Leu Asp Phe 
195 200 205 



Gly Leu Ala Arg Thr Ala Gly Thr Ser Phe Met Met Thr Pro Tyr Val 
210 215 220 



Val Thr Arg Tyr Tyr Arg Ala Pro Glu Val He Leu Gly Met Gly Tyr 
225 230 235 240 



Lys Glu Asn Val Asp He Trp Ser Val Gly Cys He Met Gly Glu Met 
245 250 255 



Val Arg His Lys He Leu Phe Pro Gly Arg Asp Tyr He Asp Gin Trp 
260 265 270 



Asn Lys Val He Glu Gin Leu Gly Thr Pro Cys Pro Glu Phe Met Lys 
275 280 285 



Lys Leu Gin Pro Thr Val Arg Asn Tyr Val Glu Asn Arg Pro Lys Tyr 
290 295 300 
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Ala Gly Leu Thr Phe Pro Lys Leu Phe Pro Asp Ser Leu Phe Pro Ala 
305 310 315 320 



Asp Ser Glu His Asn Lys Leu Lys Ala Ser Gin Ala Arg Asp Leu Leu 
325 330 335 



Ser Lys Met Leu Val He Asp Pro Ala Lys Arg He Ser Val Asp Asp 
340 345 350 



Ala Leu Gin His Pro Tyr He Asn Val Trp Tyr Asp Pro Ala Glu Val 
355 360 365 



Glu Ala Pro Pro Pro Gin He Tyr Asp Lys Gin Leu Asp Glu Arg Glu 
370 375 380 



His Thr He Glu Glu Trp Lys Glu Leu He Tyr Lys Glu Val Met Asn 
385 390 395 400 



Ser Glu Glu Lys Thr Lys Asn Gly Val Val Lys Gly Gin Pro Ser Pro 
405 410 415 



Ser Ala Gin Val Gin Gin 
420 



<210> 41 

<211> 377 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Met Ala Leu Ser His Gly Ser Val Leu His Gly Gly Asp Cys Gly Lys 
15 10 15 



Phe Asn Asn Ser Lys Gly Lys Gly Asn His Lys Gly Phe Lys Val Ala 
20 25 30 



Glu Lys Phe Glu Ser Leu Met Asn He His Gly Phe Asp Leu Asp Ser 
35 40 45 



Thr Tyr Met Asp Leu Lys Pro Leu Gly Cys Gly Gly Asn Tyr Leu Phe 
50 55 60 



Phe Ser Ala Val Asp Asn Asp Cys Asp Lys Arg Val Ala He Lys Lys 
65 70 75 80 



He Val Leu Thr Asn Pro Gin Ser Val Lys His Ala Leu Cys Glu He 
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85 90 95 



Lys lie lie Arg Arg Leu Asp His Asp Asn lie Val Lys Val Phe Glu 
100 105 110 



lie Pro Gly Pro Ser Gly Ser Gin Leu Thr Asp Asp Val Gly Ser Leu 
115 120 125 



Thr Glu Leu Asn Ser Val Tyr lie Val Gin Glu Tyr Met Lys Thr Asp 
130 135 140 



Leu Ser Lys Val Leu Glu Gin Gly Pro Leu Leu Glu Glu His Ala Arg 
145 150 155 160 



Leu Phe Met Tyr Gin Leu Leu Arg Gly Leu Lys Tyr lie His Ser Ala 
165 170 175 



Asn Val Leu His Arg Asp Leu Lys Pro Thr Asn Leu Phe lie Asn Thr 
180 185 190 



Glu Asp Leu Val Leu Lys lie Gly Asp Phe Gly Leu Ala Arg lie Met 
195 200 205 



Asp Pro His Tyr Ser Arg Ala His Glu Leu Glu Gin Met Gin Leu Thr 
210 215 220 



Leu Glu Ser lie Pro Val Ala His Glu Glu Asp Arg Gin Glu Leu Leu 
225 230 235 240 



Ser Val lie Pro Val Tyr lie Arg Asn His Met Thr Glu Pro His Lys 
245 250 255 



Pro Leu Thr Gin Leu Leu Pro Gly lie Ser Arg Glu Ala Leu Asn Phe 
260 265 270 



Leu Glu Gin lie Leu Thr Phe Ser Pro Met Asp Trp Leu lie Ala Glu 
275 280 285 



Glu Ala Leu Ser His Pro Tyr Met Ser lie Cys Ser Phe Pro Met Asp 
290 295 300 



Lys Pro lie Ser Ser His Pro Phe His lie Glu Asp Glu Ala His Asn 
305 310 315 320 



lie Leu Leu Met Asp Glu Thr His Ser His lie Tyr Asn Trp Glu Arg 
325 330 335 
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Tyx Tyr Asp Cys Gin Phe Ser Glu His Asp Trp Pro lie His Asn Asn 
340 345 350 



Phe Asp lie Asp Glu Val Gin Leu Asn Pro Arg Ala Leu Ser Asp Val 
355 360 365 



Thr Asp Glu Glu Val Gin Val Asp Pro 
370 375 



<210> 42 

<211> 721 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Met Ala Glu Lys Phe Glu Ser Leu Met Asn lie His Gly Phe Asp Leu 
1 5 10 15 



Gly Ser Arg Tyr Met Asp Leu Lys Pro Leu Gly Cys Gly Gly Asn Gly 
20 25 30 



Leu Val Phe Ser Ala Val Asp Asn Asp Cys Asp Lys Arg Val Ala lie 
35 40 45 



Lys Lys lie Val Leu Thr Asp Pro Gin Ser Val Lys His Ala Leu Arg 
50 55 60 



Glu lie Lys He He Arg Arg Leu Asp His Asp Asn He Val Lys Val 
65 70 75 80 



Phe Glu He Leu Gly Pro Ser Gly Ser Gin Leu Thr Asp Asp Val Gly 
85 90 95 



Ser Leu Thr Glu Leu Asn Ser Val Tyr He Val Gin Glu Tyr Met Glu 
100 105 110 



Thr Asp Leu Ala Asn Val Leu Glu Gin Gly Pro Leu Leu Glu Glu His 
115 120 125 



Ala Arg Leu Phe Met Tyr Gin Leu Leu Arg Gly Leu Lys Tyr He His 
130 135 140 



Ser Ala Asn Val Leu His Arg Asp Leu Lys Pro Ala Asn Leu Phe He 
145 150 155 160 



Asn Thr Glu Asp Leu Val Leu Lys He Gly Asp Phe Gly Leu Ala Arg 
165 170 175 
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lie Met Asp Pro His Tyr Ser His Lys Gly His Leu Ser Glu Gly Leu 
180 185 190 



Val Thr Lys Trp Tyr Arg Ser Pro Arg Leu Leu Leu Ser Pro Asn Asn 
195 200 205 



Tyr Thr Lys Ala lie Asp Met Trp Ala Ala Gly Cys lie Phe Ala Glu 
210 215 220 



Met Leu Thr Gly Lys Thr Leu Phe Ala Gly Ala His Glu Leu Glu Gin 
225 230 235 240 



Met Gin Leu lie Leu Glu Ser lie Pro Val Val His Glu Glu Asp Arg 
245 250 255 



Gin Glu Leu Leu Ser Val lie Pro Val Tyr lie Arg Asn Asp Met Thr 
260 265 270 



Glu Pro His Lys Pro Leu Thr Gin Leu Leu Pro Gly lie Ser Arg Glu 
275 280 285 



Ala Leu Asp Phe Leu Glu Gin lie Leu Thr Phe Ser Pro Met Asp Arg 
290 295 300 



Leu Thr Ala Glu Glu Ala Leu Ser His Pro Tyr Met Ser lie Tyr Ser 
305 310 315 320 



Phe Pro Met Asp Glu Pro lie Ser Ser His Pro Phe His lie Glu Asp 
325 330 335 



Glu Val Asp Asp lie Leu Leu Met Asp Glu Thr His Ser His lie Tyr 
340 345 350 



Asn Trp Glu Arg Tyr His Asp Cys Gin Phe Ser Glu His Asp Trp Pro 
355 360 365 



Val His Asn Asn Phe Asp lie Asp Glu Val Gin Leu Asp Pro Arg Ala 
370 375 380 



Leu Ser Asp Val Thr Asp Glu Glu Glu Val Gin Val Asp Pro Arg Lys 
385 390 395 400 



Tyr Leu Asp Gly Asp Arg Glu Lys Tyr Leu Glu Asp Pro Ala Phe Asp 
405 410 415 
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Thr Asn Tyr Ser Thr Glu Pro Cys Trp Gin Tyr Ser Asp His His Glu 
420 425 430 



Asri Lys Tyr Cys Asp Leu Glu Cys Ser His Thr Cys Asn Tyr Lys Thr 
435 440 445 



Arg Ser Ser Ser Tyr Leu Asp Asn Leu Val Trp Arg Glu Ser Glu Val 
450 455 460 



Asn His Tyr Tyr Glu Pro Lys Leu lie lie Asp Leu Ser Asn Trp Lys 
465 470 475 480 



Glu Gin Ser Lys Glu Lys Ser Asp Lys Lys Gly Lys Ser Lys Cys Glu 
485 490 495 



Arg Asn Gly Leu Val Lys Ala Gin lie Ala Leu Glu Glu Ala Ser Gin 
500 505 510 



Gin Leu Ala Gly Lys Glu Arg Glu Lys Asn Gin Gly Phe Asp Phe Asp 
515 520 525 



Ser Phe lie Ala Gly Thr lie Gin Leu Ser Ser Gin His Glu Pro Thr 
530 535 540 



Asp Val Val Asp Lys Leu Asn Asp Leu Asn Ser Ser Val Ser Gin Leu 
545 550 555 560 



Glu Leu Lys Ser Leu lie Ser Lys Ser Val Ser Gin Glu Lys Gin Glu 
565 570 575 



Lys Gly Met Ala Asn Leu Ala Gin Leu Glu Ala Leu Tyr Gin Ser Ser 
580 585 590 



Trp Asp Ser Gin Phe Val Ser Gly Gly Glu Asp Cys Phe Phe lie Asn 
595 600 605 



Gin Phe Cys Glu Val Arg Lys Asp Glu Gin Val Glu Lys Glu Asn Thr 
610 615 620 



Tyr Thr Ser Tyr Leu Asp Lys Phe Phe Ser Arg Lys Glu Asp Thr Glu 
625 630 635 640 



Met Leu Glu Thr Glu Pro Val Glu Asp Gly Lys Leu Gly Glu Arg Gly 
645 650 655 



His Glu Glu Gly Phe Leu Asn Asn Ser Gly Glu Phe Leu Phe Asn Lys 
660 665 670 
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Gin Leu Glu Ser lie Gly lie Pro Gin Phe His Ser Pro Val Gly Ser 
675 680 685 



Pro Leu Lys Ser lie Gin Ala Thr Leu Thr Pro Ser Ala Met Lys Ser 
690 695. 700 



Ser Pro Gin lie Pro His Gin Thr Tyr Ser Ser lie Leu Lys His Leu 
705 710 715 720 



Asn 



<210> 43 

<211> 557 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Ala Glu Lys Gly Asp Cys lie Ala Ser Val Tyr Gly Tyr Asp Leu 
1 5 10 15 



Gly Gly Arg Phe Val Asp Phe Gin Pro Leu Gly Phe Gly Val Asn Gly 
20 25 30 



Leu Val Leu Ser Ala Val Asp Ser Arg Ala Cys Arg Lys Val Ala Val 
35 40 45 



Lys Lys lie Ala Leu Ser Asp Ala Arg Ser Met Lys His Ala Leu Arg 
50 55 60 



Glu lie Lys He He Arg Arg Leu Asp His Asp Asn He Val Lys Val 
65 70 75 80 



Tyr Glu Val Leu Gly Pro Lys Gly Thr Asp Leu Gin Gly Glu Leu Phe 
85 90 95 



Lys Phe Ser Val Ala Tyr He Val Gin Glu Tyr Met Glu Thr Asp Leu 
100 105 110 



Ala Arg Leu Leu Glu Gin Gly Thr Leu Ala Glu Glu His Ala Lys Leu 
115 120 125 



Phe Met Tyr Gin Leu Leu Arg Gly Leu Lys Tyr He His Ser Ala Asn 
130 135 140 



Val Leu His Arg Asp Leu Lys Pro Ala Asn He Phe He Ser Thr Glu 
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145 150 155 160 



Asp Leu Val Leu Lys lie Gly Asp Phe Gly Leu Ala Arg lie Val Asp 
165 170 175 



Gin His Tyr Ser His Lys Gly Tyr Leu Ser Glu Gly Leu Val Thr Lys 
180 185 190 



Trp Tyr Arg Ser Pro Arg Leu Leu Leu Ser Pro Asn Asn Tyr Thr Lys 
195 200 205 



Ala lie Asp Met Trp Ala Ala Gly Cys lie Leu Ala Glu Met Leu Thr 
210 215 220 



Gly Arg Met Leu Phe Ala Gly Ala His Glu Leu Glu Gin Met Gin Leu 
225 230 235 240 



lie Leu Glu Thr lie Pro Val lie Arg Glu Glu Asp Lys Asp Glu Leu 
245 250 255 



Leu Arg Val Met Pro Ser Phe Val Ser Ser Thr Trp Glu Val Lys Arg 
260 265 270 



Pro Leu Arg Lys Leu Leu Pro Glu Val Asn Ser Glu Ala lie Asp Phe 
275 280 285 



Leu Glu Lys lie Leu Thr Phe Asn Pro Met Asp Arg Leu Thr Ala Glu 
290 295 300 



Met Gly Leu Gin His Pro Tyr Met Ser Pro Tyr Ser Cys Pro Glu Asp 
305 310 315 320 



Glu Pro Thr Ser Gin His Pro Phe Arg lie Glu Asp Glu lie Asp Asp 
325 330 335 



lie Val Leu Met Ala Ala Asn Gin Ser Gin Leu Ser Asn Trp Asp Thr 
340 345 350 



Cys Ser Ser Arg Tyr Pro Val Ser Leu Ser Ser Asp Leu Glu Trp Arg 
355 360 365 



Pro Asp Arg Cys Gin Asp Ala Ser Glu Val Gin Arg Asp Pro Arg Gly 
370 375 380 



Phe Gly Ala Leu Ala Glu Asp Val Gin Val Asp Pro Arg Lys Asp Ser 
385 390 395 400 
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His Ser Ser Ser Glu Arg Phe Leu Glu Gin Ser His Ser Ser Met Glu 
405 410 415 



Arg Ala Phe Glu Ala Asp Tyr Gly Arg Ser Cys Asp Tyr Lys Val Gly 
420 425 430 



Ser Pro Ser Tyr Leu Asp Lys Leu Leu Trp Arg Asp Asn Lys Pro His 
435 440 445 



His Tyr Ser Glu Pro Lys Leu lie Leu Asp Leu Ser His Trp Lys Gin 
450 455 460 



Ala Ala Gly Ala Pro Pro Thr Ala Thr Gly Leu Ala Asp Thr Gly Ala 
465 470 475 480 



Arg Glu Asp Glu Pro Ala Ser Leu Phe Leu Glu lie Ala Gin Trp Val 
485 490 495 



Lys Ser Thr Gin Gly Ala Gin Ser Thr Pro Ala Arg Pro Pro Thr Thr 
500 505 510 



Pro Ser Ala Ala Cys Leu Pro Arg Pro Pro Pro Pro Gly Pro Gly Gly 
515 520 525 



Arg Arg Arg Gin Pro Pro Val Arg Pro Gly Arg Val His Leu Pro Arg 
530 535 540 



Pro Glu Ala Leu His Gin Ala Arg Gly Pro Ala Gly Gin 
545 550 555 



<210> 44 

<211> 841 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met Pro Leu Ala Ala Tyr Cys Tyr Leu Arg Val Val Gly Lys Gly Ser 
15 10 15 



Tyr Gly Glu Val Thr Leu Val Lys His Arg Arg Asp Gly Lys Gin Tyr 
20 25 30 



Val lie Lys Lys Leu Asn Leu Arg Asn Ala Ser Ser Arg Glu Arg Arg 
35 40 45 



Ala Ala Glu Gin Glu Ala Gin Leu Leu Ser Gin Leu Lys His Pro Asn 
50 55 60 
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lie Val Thr Tyr Lys Glu Ser Trp Glu Gly Gly Asp Gly Leu Leu Tyr 
65 70 75 80 



lie Val Met Gly Phe Cys Glu Gly Gly Asp Leu Tyr Arg Lys Leu Lys 
85 90 95 



Glu Gin Lys Gly Gin Leu Leu Pro Glu Asn Gin Val Val Glu Trp Phe 
100 105 110 



Val Gin lie Ala Met Ala Leu Gin Tyr Leu His Glu Lys His lie Leu 
115 120 125 



His Arg Asp Leu Lys Thr Gin Asn Val Phe Leu Thr Arg Thr Asn lie 
130 135 140 



lie Lys Val Gly Asp Leu Gly lie Ala Arg Val Leu Glu Asn His Cys 
145 150 155 160 



Asp Met Ala Ser Thr Leu lie Gly Thr Pro Tyr Tyr Met Ser Pro Glu 
165 170 175 



Leu Phe Ser Asn Lys Pro Tyr Asn Tyr Lys Ser Asp Val Trp Ala Leu 
180 185 190 



Gly Cys Cys Val Tyr Glu Met Ala Thr Leu Lys His Ala Phe Asn Ala 
195 200 205 



Lys Asp Met Asn Ser Leu Val Tyr Arg lie lie Glu Gly Lys Leu Pro 
210 215 220 



Ala Met Pro Arg Asp Tyr Ser Pro Glu Leu Ala Glu Leu lie Arg Thr 
225 230 235 240 



Met Leu Ser Lys Arg Pro Glu Glu Arg Pro Ser Val Arg Ser He Leu 
245 250 255 



Arg Gin Pro Tyr He Lys Arg Gin He Ser Phe Phe Leu Glu Ala Thr 
260 265 270 



Lys He Lys Thr Ser Lys Asn Asn He Lys Asn Gly Asp Ser Gin Ser 
275 280 285 



Lys Pro Phe Ala Thr Val Val Ser Gly Glu Ala Glu Ser Asn His Glu 
290 295 300 
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Val lie His Pro Gin Pro Leu Ser Ser Glu Gly Ser Gin Thr Tyr lie 
305 310 315 320 



Met Gly Glu Gly Lys Cys Leu Ser Gin Glu Lys Pro Arg Ala Ser Gly 
325 330 335 



Leu Leu Lys Ser Pro Ala Ser Leu Lys Ala His Thr Cys Lys Gin Asp 
340 345 350 



Leu Ser Asn Thr Thr Glu Leu Ala Thr lie Ser Ser Val Asn lie Asp 
355 360 365 



lie Leu Pro Ala Lys Gly Arg Asp Ser Val Ser Asp Gly Phe Val Gin 
370 375 380 



Glu Asn Gin Pro Arg Tyr Leu Asp Ala Ser Asn Glu Leu Gly Gly lie 
385 390 395 400 



Cys Ser lie Ser Gin Val Glu Glu Glu Met Leu Gin Asp Asn Thr Lys 
405 410 415 



Ser Ser Ala Gin Pro Glu Asn Leu He Pro Met Trp Ser Ser Asp He 
420 425 430 



Val Thr Gly Glu Lys Asn Glu Pro Val Lys Pro Leu Gin Pro Leu He 
435 440 445 



Lys Glu Gin Lys Pro Lys Asp Gin Ser Leu Ala Leu Ser Pro Lys Leu 
450 455 460 



Glu Cys Ser Gly Thr He Leu Ala His Ser Asn Leu Arg Leu Leu Gly 
465 470 475 480 



Ser Ser Asp Ser Pro Ala Ser Ala Ser Arg Val Ala Gly He Thr Gly 
485 490 495 



Val Cys His His Ala Gin Asp Gin Val Ala Gly Glu Cys He He Glu 
500 505 510 



Lys Gin Gly Arg He His Pro Asp Leu Gin Pro His Asn Ser Gly Ser 
515 520 525 



Glu Pro Ser Leu Ser Arg Gin Arg Arg Gin Lys Arg Arg Glu Gin Thr 
530 535 540 



Glu His Arg Gly Glu Lys Arg Gin Val Arg Arg Asp Leu Phe Ala Phe 
545 550 555 560 
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Gin Glu Ser Pro Pro Arg Phe Leu Pro Ser His Pro He Val Gly Lys 
565 570 575 



Val Asp Val Thr Ser Thr Gin Lys Glu Ala Glu Asn Gin Arg Arg Val 
580 585 590 



Val Thr Gly Ser Val Ser Ser Ser Arg Ser Ser Glu Met Ser Ser Ser 
595 600 605 



Lys Asp Arg Pro Leu Ser Ala Arg Glu Arg Arg Arg Leu Lys Gin Ser 
610 615 620 



Gin Glu Glu Met Ser Ser Ser Gly Pro Ser Val Arg Lys Ala Ser Leu 
625 630 635 640 



Ser Val Ala Gly Pro Gly Lys Pro Gin Glu Glu Asp Gin Pro Leu Pro 
645 650 655 



Ala Arg Arg Leu Ser Ser Asp Cys Ser Val Thr Gin Glu Arg Lys Gin 
660 665 670 



He His Cys Leu Ser Glu Asp Glu Leu Ser Ser Ser Thr Ser Ser Thr 
675 680 685 



Asp Lys Ser Asp Gly Asp Tyr Gly Glu Gly Lys Gly Gin Thr Asn Glu 
690 695 700 



He Asn Ala Leu Val Gin Leu Met Thr Gin Thr Leu Lys Leu Asp Ser 
705 710 715 720 



Lys Glu Ser Cys Glu Asp Val Pro Val Ala Asn Pro Val Ser Glu Phe 
725 730 735 



Lys Leu His Arg Lys Tyr Arg Asp Thr Leu He Leu His Gly Lys Val 
740 745 750 



Ala Glu Glu Ala Glu Glu He His Phe Lys Glu Leu Pro Ser Ala He 
755 760 765 



Met Pro Gly Ser Glu Lys He Arg Arg Leu Val Glu Val Leu Arg Thr 
770 775 780 



Asp Val He Arg Gly Leu Gly Val Gin Leu Leu Glu Gin Val Tyr Asp 
785 790 795 800 
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Leu Leu Glu Glu Glu Asp Glu Phe Asp Arg Glu Val Arg Leu Arg Glu 
805 810 815 



His Met Gly Glu Lys Tyr Thr Thr Tyr Ser Val Lys Ala Arg Gin Leu 
820 825 830 



Lys Phe Phe Glu Glu Asn Met Asn Phe 
835 840 



<210> 45 

<211> 822 

<212> PRT 

<213> Homo sapiens 



<400> 45 

Met Ser Ser Trp He Arg Trp His Gly Pro Ala Met Ala Arg Leu Trp 
15 10 15 



Gly Phe Cys Trp Leu Val Val Gly Phe Trp Arg Ala Ala Phe Ala Cys 
20 25 30 



Pro Thr Ser Cys Lys Cys Ser Ala Ser Arg He Trp Cys Ser Asp Pro 
35 40 45 



Ser Pro Gly He Val Ala Phe Pro Arg Leu Glu Pro Asn Ser Val Asp 
50 55 60 



Pro Glu Asn He Thr Glu He Phe lie Ala Asn Gin Lys Arg Leu Glu 
65 70 75 80 



He He Asn Glu Asp Asp Val Glu Ala Tyr Val Gly Leu Arg Asn Leu 
85 90 95 



Thr He Val Asp Ser Gly Leu Lys Phe Val Ala His Lys Ala Phe Leu 
100 105 110 



Lys Asn Ser Asn Leu Gin His He Asn Phe Thr Arg Asn Lys Leu Thr 
115 120 125 



Ser Leu Ser Arg Lys His Phe Arg His Leu Asp Leu Ser Glu Leu He 
130 135 140 



Leu Val Gly Asn Pro Phe Thr Cys Ser Cys Asp He Met Trp lie Lys 
145 150 155 160 



Thr Leu Gin Glu Ala Lys Ser Ser Pro Asp Thr Gin Asp Leu Tyr Cys 
165 170 175 
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Leu Asn Glu Ser Ser Lys Asn lie Pro Leu Ala Asn Leu Gin lie Pro 
180 185 190 



Asn Cys Gly Leu Pro Ser Ala Asn Leu Ala Ala Pro Asn Leu Thr Val 
195 200 205 



Glu Glu Gly Lys Ser lie Thr Leu Ser Cys Ser Val Ala Gly Asp Pro 
210 215 220 



Val Pro Asn Met Tyr Trp Asp Val Gly Asn Leu Val Ser Lys His Met 
225 230 235 240 



Asn Glu Thr Ser His Thr Gin Gly Ser Leu Arg lie Thr Asn lie Ser 
245 250 255 



Ser Asp Asp Ser Gly Lys Gin lie Ser Cys Val Ala Glu Asn Leu Val 
260 265 270 



Gly Glu Asp Gin Asp Ser Val Asn Leu Thr Val His Phe Ala Pro Thr 
275 280 285 



lie Thr Phe Leu Glu Ser Pro Thr Ser Asp His His Trp Cys lie Pro 
290 295 300 



Phe Thr Val Lys Gly Asn Pro Lys Pro Ala Leu Gin Trp Phe Tyr Asn 
305 310 315 320 



Gly Ala lie Leu Asn Glu Ser Lys Tyr lie Cys Thr Lys lie His Val 
325 330 335 



Thr Asn His Thr Glu Tyr His Gly Cys Leu Gin Leu Asp Asn Pro Thr 
340 345 350 



His Met Asn Asn Gly Asp Tyr Thr Leu lie Ala Lys Asn Glu Tyr Gly 
355 360 365 



Lys Asp Glu Lys Gin lie Ser Ala His Phe Met Gly Trp Pro Gly He 
370 " 375 380 



Asp Asp Gly Ala Asn Pro Asn Tyr Pro Asp Val He Tyr Glu Asp Tyr 
385 390 395 400 



Gly Thr Ala Ala Asn Asp He Gly Asp Thr Thr Asn Arg Ser Asn Glu 
405 410 415 



He Pro Ser Thr Asp Val Thr Asp Lys Thr Gly Arg Glu His Leu Ser 
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420 425 430 



Val Tyr Ala Val Val Val lie Ala Ser Val Val Gly Phe Cys Leu Leu 
435 440 445 



Val Met Leu Phe Leu Leu Lys Leu Ala Arg His Ser Lys Phe Gly Met 
450 455 460 



Lys Gly Pro Ala Ser Val lie Ser Asn Asp Asp Asp Ser Ala Ser Pro 
465 470 475 480 



Leu His His lie Ser Asn Gly Ser Asn Thr Pro Ser Ser Ser Glu Gly 
485 490 495 



Gly Pro Asp Ala Val lie lie Gly Met Thr Lys lie Pro Val He Glu 
500 505 510 



Asn Pro Gin Tyr Phe Gly He Thr Asn Ser Gin Leu Lys Pro Asp Thr 
515 520 525 



Phe Val Gin His He Lys Arg His Asn He Val Leu Lys Arg Glu Leu 
530 535 540 



Gly Glu Gly Ala Phe Gly Lys Val Phe Leu Ala Glu Cys Tyr Asn Leu 
545 550 555 560 



Cys Pro Glu Gin Asp Lys He Leu Val Ala Val Lys Thr Leu Lys Asp 
565 570 575 



Ala Ser Asp Asn Ala Arg Lys Asp Phe His Arg Glu Ala Glu Leu Leu 
580 585 590 



Thr Asn Leu Gin His Glu His He Val Lys Phe Tyr Gly Val Cys Val 
595 600 605 



Glu Gly Asp Pro Leu He Met Val Phe Glu Tyr Met Lys His Gly Asp 
610 615 620 



Leu Asn Lys Phe Leu Arg Ala His Gly Pro Asp Ala Val Leu Met Ala 
625 630 635 640 



Glu Gly Asn Pro Pro Thr Glu Leu Thr Gin Ser Gin Met Leu His He 
645 650 655 



Ala Gin Gin He Ala Ala Gly Met Val Tyr Leu Ala Ser Gin His Phe 
660 665 670 
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Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly Glu Asn Leu 
675 680 685 



Leu Val Lys lie Gly Asp Phe Gly Met Ser Arg Asp Val Tyr Ser Thr 
690 695 700 



Asp Tyr Tyr Arg Val Gly Gly His Thr Met Leu Pro lie Arg Trp Met 
705 710 715 720 



Pro Pro Glu Ser lie Met Tyr Arg Lys Phe Thr Thr Glu Ser Asp Val 
725 730 735 



Trp Ser Leu Gly Val Val Leu Trp Glu lie Phe Thr Tyr Gly Lys Gin 
740 745 750 



Pro Trp Tyr Gin Leu Ser Asn Asn Glu Val lie Glu Cys lie Thr Gin 
755 760 765 



Gly Arg Val Leu Gin Arg Pro Arg Thr Cys Pro Gin Glu Val Tyr Glu 
770 775 780 



Leu Met Leu Gly Cys Trp Gin Arg Glu Pro His Met Arg Lys Asn lie 
785 790 795 800 



Lys Gly lie His Thr Leu Leu Gin Asn Leu Ala Lys Ala Ser Pro Val 
805 810 815 



Tyr Leu Asp lie Leu Gly 
820 



<210> 46 

<211> 411 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Lys Ala Ala Arg Phe Val Leu Arg Ser Ala Gly Ser Leu Asn Gly 
15 10 15 



Ala Gly Leu Val Pro Arg Glu Val Glu His Phe Ser Arg Tyr Ser Pro 
20 25 30 



Ser Pro Leu Ser Met Lys Gin Leu Leu Asp Phe Gly Ser Glu Asn Ala 
35 40 45 



Cys Glu Arg Thr Ser Phe Ala Phe Leu Arg Gin Glu Leu Pro Val Arg 
50 55 60 
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Leu Ala Asn lie Leu Lys Glu lie Asp lie Leu Pro Thr Gin Leu Val 
65 70 75 80 



Asn Thr Ser Ser Val Gin Leu Val Lys Ser Trp Tyr lie Gin Ser Leu 
85 90 95 



Met Asp Leu Val Glu Phe His Glu Lys Ser Pro Asp Asp Gin Lys Ala 
100 105 110 



Leu Ser Asp Phe Val Asp Thr Leu lie Lys Val Arg Asn Arg His His 
115 120 125 



Asn Val val Pro Thr Met Ala Gin Gly lie lie Glu Tyr Lys Asp Ala 
130 135 140 



Cys Thr Val Asp Pro Val Thr Asn Gin Asn Leu Gin Tyr Phe Leu Asp 
145 150 155 160 



Arg Phe Tyr Met Asn Arg lie Ser Thr Arg Met Leu Met Asn Gin His 
165 170 175 



lie Leu lie Phe Ser Asp Ser Gin Thr Gly Asn Pro Ser His lie Gly 
180 185 190 



Ser lie Asp Pro Asn Cys Asp Val Val Ala Val Val Gin Asp Ala Phe 
195 200 205 



Glu Cys Ser Arg Met Leu Cys Asp Gin Tyr Tyr Leu Ser Ser Pro Glu 
210 215 220 



Leu Lys Leu Thr Gin Val Asn Gly Lys Phe Pro Asp Gin Pro lie His 
225 230 235 240 



lie Val Tyr Val Pro Ser His Leu His His Met Leu Phe Glu Leu Phe 
245 250 255 



Lys Asn Ala Met Arg Ala Thr Val Glu His Gin Glu Asn Gin Pro Ser 
260 265 270 



Leu Thr Pro lie Glu Val lie Val Val Leu Gly Lys Glu Asp Leu Thr 
275 280 285 



lie Lys lie Ser Asp Arg Gly Gly Gly Val Pro Leu Arg lie lie Asp 
290 295 300 
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Arg Leu Phe Ser Tyr Thr Tyr Ser Thr Ala Pro Thr Pro Val Met Asp 
305 310 315 320 



Asn Ser Arg Asn Ala Pro Leu Ala Gly Phe Gly Tyr Gly Leu Pro lie 
325 330 335 



Ser Arg Leu Tyr Ala Lys Tyr Phe Gin Gly Asp Leu Asn Leu Tyr Ser 
340 345 350 



Leu Ser Gly Tyr Gly Thr Asp Ala lie lie Tyr Leu Lys Ala Leu Ser 
355 360 365 



Ser Glu Ser lie Glu Lys Leu Pro Val Phe Asn Lys Ser Ala Phe Lys 
370 375 380 



His Tyr Gin Met Ser Ser Glu Ala Asp Asp Trp Cys lie Pro Ser Arg 
385 390 395 400 



Glu Pro Lys Asn Leu Ala Lys Glu Val Ala Met 
405 410 



<210> 47 

<211> 499 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Met Leu Glu Arg Pro Pro Ala Leu Ala Met Pro Met Pro Thr Glu Gly 
15 10 15 



Thr Pro Pro Pro Leu Ser Gly Thr Pro lie Pro Val Pro Ala Tyr Phe 
20 25 30 



Arg His Ala Glu Pro Gly Phe Ser Leu Lys Arg Pro Arg Gly Leu Ser 
35 40 45 



Arg Ser Leu Pro Pro Pro Pro Pro Ala Lys Gly Ser lie Pro lie Ser 
50 55 60 



Arg Leu Phe Pro Pro Arg Thr Pro Gly Trp His Gin Leu Gin Pro Arg 
65 70 75 80 



Arg Val Ser Phe Arg Gly Glu Ala Ser Glu Thr Leu Gin Ser Pro Gly 
85 90 95 



Tyr Asp Pro Ser Arg Pro Glu Ser Phe Phe Gin Gin Ser Phe Gin Arg 
100 105 110 
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Leu Ser Arg Leu Gly His Gly Ser Tyr Gly Glu Val Phe Lys Val Arg 
115 120 125 



Ser Lys Glu Asp Gly Arg Leu Tyr Ala Val Lys Arg Ser Met Ser Pro 
130 135 140 



Phe Arg Gly Pro Lys Asp Arg Ala Arg Lys Leu Ala Glu Val Gly Ser 
145 150 155 160 



His Glu Lys Val Gly Gin His Pro Cys Cys Val Arg Leu Glu Gin Ala 
165 170 175 



Trp Glu Glu Gly Gly lie Leu Tyr Leu Gin Thr Glu Leu Cys Gly Pro 
180 185 190 



Ser Leu Gin Gin His Cys Glu Ala Trp Gly Ala Ser Leu Pro Glu Ala 
195 200 205 



Gin Val Trp Gly Tyr Leu Arg Asp Thr Leu Leu Ala Leu Ala His Leu 
210 215 220 



His Ser Gin Gly Leu Val His Leu Asp Val Lys Pro Ala Asn lie Phe 
225 230 235 240 



Leu Gly Pro Arg Gly Arg Cys Lys Leu Gly Asp Phe Gly Leu Leu Val 
245 250 255 



Glu Leu Gly Thr Ala Gly Ala Gly Glu Val Gin Glu Gly Asp Pro Arg 
260 265 270 



Tyr Met Ala Pro Glu Leu Leu Gin Gly Ser Tyr Gly Thr Ala Ala Asp 
275 280 285 



Val Phe Ser Leu Gly Leu Thr lie Leu Glu Val Ala Cys Asn Met Glu 
290 295 300 



Leu Pro His Gly Gly Glu Gly Trp Gin Gin Leu Arg Gin Gly Tyr Leu 
305 310 315 320 



Pro Pro Glu Phe Thr Ala Gly Leu Ser Ser Glu Leu Arg Ser Val Leu 
325 330 335 



Val Met Met Leu Glu Pro Asp Pro Lys Leu Arg Ala Thr Ala Glu Ala 
340 345 350 



Leu Leu Ala Leu Pro Val Leu Arg Gin Pro Arg Ala Trp Gly Val Leu 
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355 360 365 



Trp Cys Met Ala Ala Glu Ala Leu Ser Arg Gly Trp Ala Leu Trp Gin 
370 375 380 



Ala Leu Leu Ala Leu Leu Cys Trp Leu Trp His Gly Leu Ala His Pro 
385 390 395 400 



Ala Ser Trp Leu Gin Pro Leu Gly Pro Pro Ala Thr Pro Pro Gly Ser 
405 410 415 



Pro Pro Cys Ser Leu Leu Leu Asp Ser Ser Leu Ser Ser Asn Trp Asp 
420 425 430 



Asp Asp Ser Leu Gly Pro Ser Leu Ser Pro Glu Ala Val Leu Ala Arg 
435 440 445 



Thr Val Gly Ser Thr Ser Thr Pro Arg Ser Arg Cys Thr Pro Arg Asp 
450 455 460 



Ala Leu Asp Leu Ser Asp lie Asn Ser Glu Pro Pro Arg Gly Ser Phe 
465 470 475 480 



Pro Ser Phe Glu Pro Arg Asn Leu Leu Ser Leu Phe Glu Asp Thr Leu 
485 490 495 



Asp Pro Thr 



<210> 48 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Gly Asn Ala Ala Thr Ala Lys Lys Gly Ser Glu Val Glu Ser Val 
15 10 15 



Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu Lys Lys Trp Glu 
20 25 30 



Asn Pro Thr Gin Asn Asn Ala Gly Leu Glu Asp Phe Glu Arg Lys Lys 
35 40 45 



Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu Val Lys His Lys 
50 55 60 
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Ala Thr Glu Gin Tyr Tyr Ala Met Lys lie Leu Asp Lys Gin Lys Val 
65 70 75 80 



Val Lys Leu Lys Gin lie Glu His Thr Leu Asn Glu Lys Arg lie Leu 
85 90 95 



Gin Ala Val Asn Phe Pro Phe Leu Val Arg Leu Glu Tyr Ala Phe Lys 
100 105 110 



Asp Asn Ser Asn Leu Tyr Met Val Met Glu Tyr Val Pro Gly Gly Glu 
115 120 125 



Met Phe Ser His Leu Arg Arg lie Gly Arg Phe Ser Glu Pro His Ala 
130 135 140 



Arg Phe Tyr Ala Ala Gin He Val Leu Thr Phe Glu Tyr Leu His Ser 
145 150 155 160 



Leu Asp Leu He Tyr Arg Asp Leu Lys Pro Glu Asn Leu Leu He Asp 
165 170 175 



His Gin Gly Tyr He Gin Val Thr Asp Phe Gly Phe Ala Lys Arg Val 
180 185 190 



Lys Gly Arg Thr Trp Thr Leu Cys Gly Thr Pro Glu Tyr Leu Ala Pro 
195 200 205 



Glu He He Leu Ser Lys Gly Tyr Asn Lys Ala Val Asp Trp Trp Ala 
210 215 220 



Leu Gly Val Leu He Tyr Glu Met Ala Ala Gly Tyr Pro Pro Phe Phe 
225 230 235 240 



Ala Asp Gin Pro He Gin He Tyr Glu Lys lie Val Ser Gly Lys Val 
245 250 255 



Arg Phe Pro Ser His Phe Ser Ser Asp Leu Lys Asp Leu Leu Arg Asn 
260 265 270 



Leu Leu Gin Val Asp Leu Thr Lys Arg Phe Gly Asn Leu Lys Asn Gly 
275 280 285 



Val Ser Asp He Lys Thr His Lys Trp Phe Ala Thr Thr Asp Trp He 
290 295 300 



Ala He Tyr Gin Arg Lys Val Glu Ala Pro Phe He Pro Lys Phe Arg 
305 310 315 320 



94 



WO 2004/037990 



PCT/US2003/033549 



Gly Ser Gly Asp Thr Ser Asn Phe Asp Asp Tyr Glu Glu Glu Asp lie 
325 330 335 



Arg Val Ser lie Thr Glu Lys Cys Ala Lys Glu Phe Gly Glu Phe 
340 345 350 



<210> 49 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Met Gly Asn Ala Ala Ala Ala Lys Lys Gly Ser Glu Gin Glu Ser Val 
15 10 15 



Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu Lys Lys Trp Glu 
20 25 30 



Ser Pro Ala Gin Asn Thr Ala His Leu Asp Gin Phe Glu Arg lie Lys 
35 40 45 



Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu Val Lys His Lys 
50 55 60 



Glu Thr Gly Asn His Tyr Ala Met Lys lie Leu Asp Lys Gin Lys Val 
65 70 75 80 



Val Lys Leu Lys Gin lie Glu His Thr Leu Asn Glu Lys Arg lie Leu 
85 90 95 



Gin Ala Val Asn Phe Pro Phe Leu Val Lys Leu Glu Phe Ser Phe Lys 
100 105 110 



Asp Asn Ser Asn Leu Tyr Met Val Met Glu Tyr Val Pro Gly Gly Glu 
115 120 125 



Met Phe Ser His Leu Arg Arg lie Gly Arg Phe Ser Glu Pro His Ala 
130 135 140 



Arg Phe Tyr Ala Ala Gin He Val Leu Thr Phe Glu Tyr Leu His Ser 
145 150 155 160 



Leu Asp Leu He Tyr Arg Asp Leu Lys Pro Glu Asn Leu Leu He Asp 
165 170 175 



Gin Gin Gly Tyr He Gin Val Thr Asp Phe Gly Phe Ala Lys Arg Val 
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180 185 190 



Lys Gly Arg Thr Trp Thr Leu Cys Gly Thr Pro Glu Tyr Leu Ala Pro 
195 200 205 



Glu lie lie Leu Ser Lys Gly Tyr Asn Lys Ala Val Asp Trp Trp Ala 
210 215 220 



Leu Gly Val Leu lie Tyr Glu Met Ala Ala Gly Tyr Pro Pro Phe Phe 
225 230 235 240 



Ala Asp Gin Pro lie Gin He Tyr Glu Lys He Val Ser Gly Lys Val 
245 250 255 



Arg Phe Pro Ser His Phe Ser Ser Asp Leu Lys Asp Leu Leu Arg Asn 
260 265 270 



Leu Leu Gin Val Asp Leu Thr Lys Arg Phe Gly Asn Leu Lys Asn Gly 
275 280 285 



Val Asn Asp He Lys Asn His Lys Trp Phe Ala Thr Thr Asp Trp He 
290 295 300 



Ala He Tyr Gin Arg Lys Val Glu Ala Pro Phe He Pro Lys Phe Lys 
305 310 315 320 



Gly Pro Gly Asp Thr Ser Asn Phe Asp Asp Tyr Glu Glu Glu Glu He 
325 330 335 



Arg Val Ser He Asn Glu Lys Cys Gly Lys Glu Phe Ser Glu Phe 
340 345 350 



<210> 50 

<211> 672 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Met Ala Asp Val Phe Pro Gly Asn Asp Ser Thr Ala Ser Gin Asp Val 
15 10 15 



Ala Asn Arg Phe Ala Arg Lys Gly Ala Leu Arg Gin Lys Asn Val His 
20 25 30 



Glu Val Lys Asp His Lys Phe He Ala Arg Phe Phe Lys Gin Pro Thr 
35 40 45 
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Phe Cys Ser His Cys Thr Asp Phe lie Trp Gly Phe Gly Lys Gin Gly 
50 55 60 



Phe Gin Cys Gin Val Cys Cys Phe Val Val His Lys Arg Cys His Glu 
65 70 75 80 



Phe Val Thr Phe Ser Cys Pro Gly Ala Asp Lys Gly Pro Asp Thr Asp 
85 90 95 



Asp Pro Arg Ser Lys His Lys Phe Lys lie His Thr Tyr Gly Ser Pro 
100 105 110 



Thr Phe Cys Asp His Cys Gly Ser Leu Leu Tyr Gly Leu lie His Gin 
115 120 125 



Gly Met Lys Cys Asp Thr Cys Asp Met Asn Val His Lys Gin Cys Val 
130 135 140 



lie Asn Val Pro Ser Leu Cys Gly Met Asp His Thr Glu Lys Arg Gly 
145 150 155 160 



Arg lie Tyr Leu Lys Ala Glu Val Ala Asp Glu Lys Leu His Val Thr 
165 170 175 



Val Arg Asp Ala Lys Asn Leu lie Pro Met Asp Pro Asn Gly Leu Ser 
180 185 190 



Asp Pro Tyr Val Lys Leu Lys Leu lie Pro Asp Pro Lys Asn Glu Ser 
195 200 205 



Lys Gin Lys Thr Lys Thr lie Arg Ser Thr Leu Asn Pro Gin Trp Asn 
210 215 220 



Glu Ser Phe Thr Phe Lys Leu Lys Pro Ser Asp Lys Asp Arg Arg Leu 
225 230 235 240 



Ser Val Glu lie Trp Asp Trp Asp Arg Thr Thr Arg Asn Asp Phe Met 
245 250 255 



Gly Ser Leu Ser Phe Gly Val Ser Glu Leu Met Lys Met Pro Ala Ser 
260 265 270 



Gly Trp Tyr Lys Leu Leu Asn Gin Glu Glu Gly Glu Tyr Tyr Asn Val 
275 280 285 



Pro lie Pro Glu Gly Asp Glu Glu Gly Asn Met Glu Leu Arg Gin Lys 
290 295 300 
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Phe Glu Lys Ala Lys Leu Gly Pro Ala Gly Asn Lys Val lie Ser Pro 
305 310 315 320 



Ser Glu Asp Arg Lys Gin Pro Ser Asn Asn Leu Asp Arg Val Lys Leu 
325 330 335 



Thr Asp Phe Asn Phe Leu Met Val Leu Gly Lys Gly Ser Phe Gly Lys 
340 345 350 



Val Met Leu Ala Asp Arg Lys Gly Thr Glu Glu Leu Tyr Ala He Lys 
355 360 365 



He Leu Lys Lys Asp Val Val He Gin Asp Asp Asp Val Glu Cys Thr 
370 375 380 



Met Val Glu Lys Arg Val Leu Ala Leu Leu Asp Lys Pro Pro Phe Leu 
385 390 395 400 



Thr Gin Leu His Ser Cys Phe Gin Thr Val Asp Arg Leu Tyr Phe Val 
405 410 415 



Met Glu Tyr Val Asn Gly Gly Asp Leu Met Tyr His He Gin Gin Val 
420 425 430 



Gly Lys Phe Lys Glu Pro Gin Ala Val Phe Tyr Ala Ala Glu He Ser 
435 440 445 



He Gly Leu Phe Phe Leu His Lys Arg Gly He He Tyr Arg Asp Leu 
450 455 460 



Lys Leu Asp Asn Val Met Leu Asp Ser Glu Gly His He Lys He Ala 
465 470 475 480 



Asp Phe Gly Met Cys Lys Glu His Met Met Asp Gly Val Thr Thr Arg 
485 490 495 



Thr Phe Cys Gly Thr Pro Asp Tyr He Ala Pro Glu He He Ala Tyr 
500 505 510 



Gin Pro Tyr Gly Lys Ser Val Asp Trp Trp Ala Tyr Gly Val Leu Leu 
515 520 525 



Tyr Glu Met Leu Ala Gly Gin Pro Pro Phe Asp Gly Glu Asp Glu Asp 
530 535 540 
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Glu Leu Phe Gin Ser He Met Glu His Asn Val Ser Tyr Pro Lys Ser 
545 550 555 560 



Leu Ser Lys Glu Ala Val Ser He Cys Lys Gly Leu Met Thr Lys His 
565 570 575 



Pro Ala Lys Arg Leu Gly Cys Gly Pro Glu Gly Glu Arg Asp Val Arg 
580 585 590 



Glu His Ala Phe Phe Arg Arg He Asp Trp Glu Lys Leu Glu Asn Arg 
595 600 605 



Glu He Gin Pro Pro Phe Lys Pro Lys Val Cys Gly Lys Gly Ala Glu 
610 615 620 



Asn Phe Asp Lys Phe Phe Thr Arg Gly Gin Pro Val Leu Thr Pro Pro 
625 630 635 640 



Asp Gin Leu Val He Ala Asn He Asp Gin Ser Asp Phe Glu Gly Phe 
645 650 655 



Ser Tyr Val Asn Pro Gin Phe Val His Pro He Leu Gin Ser Ala Val 
660 665 670 



<210> 51 

<211> 676 

<212> PRT 

<213> Homo sapiens 

<400> 51 

Met Ala Pro Phe Leu Arg He Ala Phe Asn Ser Tyr Glu Leu Gly Ser 
15 10 15 



Leu Gin Ala Glu Asp Glu Ala Asn Gin Pro Phe Cys Ala Val Lys Met 
20 25 30 



Lys Glu Ala Leu Ser Thr Glu Arg Gly Lys Thr Leu Val Gin Lys Lys 
35 40 45 



Pro Thr Met Tyr Pro Glu Trp Lys Ser Thr Phe Asp Ala His He Tyr 
50 55 60 



Glu Gly Arg Val He Gin He Val Leu Met Arg Ala Ala Glu Glu Pro 
65 70 75 80 



Val Ser Glu Val Thr Val Gly Val Ser Val Leu Ala Glu Arg Cys Lys 
85 90 95 
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Lys Asn Asn Gly Lys Ala Glu Phe Trp Leu Asp Leu Gin Pro Gin Ala 
100 105 HO 



Lys Val Leu Met Ser Val Gin Tyr Phe Leu Glu Asp Val Asp Cys Lys 
115 120 125 



Gin Ser Met Arg Ser Glu Asp Glu Ala Lys Phe Pro Thr Met Asn Arg 
130 135 140 



Arg Gly Ala lie Lys Gin Ala Lys lie His Tyr lie Lys Asn His Glu 
145 150 155 160 



Phe lie Ala Thr Phe Phe Gly Gin Pro Thr Phe Cys Ser Val Cys Lys 
165 170 175 



Asp Phe Val Trp Gly Leu Asn Lys Gin Gly Tyr Lys Cys Arg Gin Cys 
180 185 190 



Asn Ala Ala lie His Lys Lys Cys He Asp Lys He He Gly Arg Cys 
195 200 205 



Thr Gly Thr Ala Ala Asn Ser Arg Asp Thr He Phe Gin Lys Glu Arg 
210 215 220 



Phe Asn He Asp Met Pro His Arg Phe Lys Val His Asn Tyr Met Ser 
225 230 235 240 



Pro Thr Phe Cys Asp His Cys Gly Ser Leu Leu Trp Gly Leu Val Lys 
245 250 255 



Gin Gly Leu Lys Cys Glu Asp Cys Gly Met Asn Val His His Lys Cys 
260 265 270 



Arg Glu Lys Val Ala Asn Leu Cys Gly He Asn Gin Lys Leu Leu Ala 
275 280 285 



Glu Ala Leu Asn Gin Val Thr Gin Arg Ala Ser Arg Arg Ser Asp Ser 
290 295 300 



Ala Ser Ser Glu Pro Val Gly He Tyr Gin Gly Phe Glu Lys Lys Thr 
305 310 315 320 



Gly Val Ala Gly Glu Asp Met Gin Asp Asn Ser Gly Thr Tyr Gly Lys 
325 330 335 



He Trp Glu Gly Ser Ser Lys Cys Asn He Asn Asn Phe He Phe His 
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340 345 350 



Lys Val Leu Gly Lys Gly Ser Phe Gly Lys Val Leu Leu Gly Glu Leu 
355 360 365 



Lys Gly Arg Gly Glu Tyr Ser Ala lie Lys Ala Leu Lys Lys Asp Val 
370 375 380 



Val Leu lie Asp Asp Asp Val Glu Cys Thr Met Val Glu Lys Arg Val 
385 390 395 400 



Leu Thr Leu Ala Ala Glu Asn Pro Phe Leu Thr His Leu lie Cys Thr 
405 410 415 



Phe Gin Thr Lys Asp His Leu Phe Phe Val Met Glu Phe Leu Asn Gly 
420 425 430 



Gly Asp Leu Met Tyr His lie Gin Asp Lys Gly Arg Phe Glu Leu Tyr 
435 440 445 



Arg Ala Thr Phe Tyr Ala Ala Glu lie Met Cys Gly Leu Gin Phe Leu 
450 455 460 



His Ser Lys Gly lie lie Tyr Arg Asp Leu Lys Leu Asp Asn Val Leu 
465 470 475 480 



Leu Asp Arg Asp Gly His lie Lys lie Ala Asp Phe Gly Met Cys Lys 
485 490 495 



Glu Asn lie Phe Gly Glu Ser Arg Ala Ser Thr Phe Cys Gly Thr Pro 
500 505 510 



Asp Tyr lie Ala Pro Glu lie Leu Gin Gly Leu Lys Tyr Thr Phe Ser 
515 520 525 



Val Asp Trp Trp Ser Phe Gly Val Leu Leu Tyr Glu Met Leu lie Gly 
530 535 540 



Gin Ser Pro Phe His Gly Asp Asp Glu Asp Glu Leu Phe Glu Ser lie 
545 550 555 560 



Arg Val Asp Thr Pro His Tyr Pro Arg Trp He Thr Lys Glu Ser Lys 
565 570 575 



Asp He Leu Glu Lys Leu Phe Glu Arg Glu Pro Thr Lys Arg Leu Gly 
580 585 590 
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Met Thr Gly Asn lie Lys lie His Pro Phe Phe Lys Thr lie Asn Trp 
595 600 605 



Thr Leu Leu Glu Lys Arg Arg Leu Glu Pro Pro Phe Arg Pro Lys Val 
610 615 620 



Lys Ser Pro Arg Asp Tyr Ser Asn Phe Asp Gin Glu Phe Leu Asn Glu 
625 630 635 640 



Lys Ala Arg Leu Ser Tyr Ser Asp Lys Asn Leu He Asp Ser Met Asp 
645 650 655 



Gin Ser Ala Phe Ala Gly Phe Ser Phe Val Asn Pro Lys Phe Glu His 
660 665 670 



Leu Leu Glu Asp 





675 


<210> 


52 


<211> 


349 


<212> 


PRT 


<213> 


Homo 


<400> 


52 



Met Ala His Gin Thr Gly He His Ala Thr Glu Glu Leu Lys Glu Phe 
15 10 15 



Phe Ala Lys Ala Arg Ala Gly Ser Val Arg Leu He Lys Val Val He 
20 25 30 



Glu Asp Glu Gin Leu Val Leu Gly Ala Ser Gin Glu Pro Val Gly Arg 
35 40 45 



Trp Asp Gin Asp Tyr Asp Arg Ala Val Leu Pro Leu Leu Asp Ala Gin 
50 55 60 



Gin Pro Cys Tyr Leu Leu Tyr Arg Leu Asp Ser Gin Asn Ala Gin Gly 
65 70 75 80 



Phe Glu Trp Leu Phe Leu Ala Trp Ser Pro Asp Asn Ser Pro Val Arg 
85 90 95 



Leu Lys Met Leu Tyr Ala Ala Thr Arg Ala Thr Val Lys Lys Glu Phe 
100 105 110 



Gly Gly Gly His He Lys Asp Glu Leu Phe Gly Thr Val Lys Asp Asp 
115 120 125 
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Leu Ser Phe Ala Gly Tyr Gin Lys His Leu Ser Ser Cys Ala Ala Pro 
130 135 140 



Ala Pro Leu Thr Ser Ala Glu Arg Glu Leu Gin Gin lie Arg lie Asn 
145 150 155 160 



Glu Val Lys Thr Glu lie Ser Val Glu Ser Lys His Gin Thr Leu Gin 
165 170 175 



Gly Leu Ala Phe Pro Leu Gin Pro Glu Ala Gin Arg Ala Leu Gin Gin 
180 185 190 



Leu Lys Gin Lys Met Val Asn Tyr He Gin Met Lys Leu Asp Leu Glu 
195 200 205 



Arg Glu Thr He Glu Leu Val His Thr Glu Pro Thr Asp Val Ala Gin 
210 215 220 



Leu Pro Ser Arg Val Pro Arg Asp Ala Ala Arg Tyr His Phe Phe Leu 
225 230 235 240 



Tyr Lys His Thr His Glu Gly Asp Pro Leu Glu Ser Val Val Phe He 
245 250 255 



Tyr Ser Met Pro Gly Tyr Lys Cys Ser He Lys Glu Arg Met Leu Tyr 
260 265 270 



Ser Ser Cys Lys Ser Arg Leu Leu Asp Ser Val Glu Gin Asp Phe His 
275 280 285 



Leu Glu He Ala Lys Lys He Glu He Gly Asp Gly Ala Glu Leu Thr 
290 295 300 



Ala Glu Phe Leu Tyr Asp Glu Val His Pro Lys Gin His Ala Phe Lys 
305 310 315 320 



Gin Ala Phe Ala Lys Pro Lys Gly Pro Gly Gly Lys Arg Gly His Lys 
325 330 335 



Arg Leu He Arg Gly Pro Gly Glu Asn Gly Asp Asp Ser 
340 345 



<210> 53 

<211> 350 

<212> PRT 

<213> Homo sapiens 
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<400> 53 

Met Ser His Gin Thr Gly lie Gin Ala Ser Glu Asp Val Lys Glu lie 
15 10 15 



Phe Ala Arg Ala Arg Asn Gly Lys Tyr Arg Leu Leu Lys lie Ser lie 
20 25 30 



Glu Asn Glu Gin Leu Val He Gly Ser Tyr Ser Gin Pro Ser Asp Ser 
35 40 45 



Trp Asp Lys Asp Tyr Asp Ser Phe Val Leu Pro Leu Leu Glu Asp Lys 
50 55 60 



Gin Pro Cys Tyr He Leu Phe Arg Leu Asp Ser Gin Asn Ala Gin Gly 
65 70 75 80 



Tyr Glu Trp He Phe He Ala Trp Ser Pro Asp His Ser His Val Arg 
85 90 95 



Gin Lys Met Leu Tyr Ala Ala Thr Arg Ala Thr Leu Lys Lys Glu Phe 
100 105 110 



Gly Gly Gly His He Lys Asp Glu Val Phe Gly Thr Val Lys Glu Asp 
115 120 125 



Val Ser Leu His Gly Tyr Lys Lys Tyr Leu Leu Ser Gin Ser Ser Pro 
130 135 140 



Ala Pro Leu Thr Ala Ala Glu Glu Glu Leu Arg Gin He Lys He Asn 
145 150 155 160 



Glu Val Gin Thr Asp Val Gly Val Asp Thr Lys His Gin Thr Leu Gin 
165 170 175 



Gly Val Ala Phe Pro He Ser Arg Glu Ala Phe Gin Ala Leu Glu Lys 
180 185 190 



Leu Asn Asn Arg Gin Leu Asn Tyr Val Gin Leu Glu He Asp He Lys 
195 200 205 



Asn Glu He He He Leu Ala Asn Thr Thr Asn Thr Glu Leu Lys Asp 
210 215 220 



Leu Pro Lys Arg He Pro Lys Asp Ser Ala Arg Tyr His Phe Phe Leu 
225 230 235 240 
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Tyr Lys His Ser His Glu Gly Asp Tyr Leu Glu Ser lie Val Phe lie 
245 250 255 



Tyr Ser Met Pro Gly Tyr Thr Cys Ser He Arg Glu Arg Met Leu Tyr 
260 265 270 



Ser Ser Cys Lys Ser Arg Leu Leu Glu He Val Glu Arg Gin Leu Gin 
275 280 285 



Met Asp Val He Arg Lys He Glu He Asp Asn Gly Asp Glu Leu Thr 
290 295 300 



Ala Asp Phe Leu Tyr Glu Glu Val His Pro Lys Gin His Ala His Lys 
305 310 315 320 



Gin Ser Phe Ala Lys Pro Lys Gly Pro Ala Gly Lys Arg Gly He Arg 
325 330 335 



Arg Leu He Arg Gly Pro Ala Glu Thr Glu Ala Thr Thr Asp 
340 345 350 



<210> 54 

<211> 648 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Met Glu His He Gin Gly Ala Trp Lys Thr He Ser Asn Gly Phe Gly 
15 10 15 



Phe Lys Asp Ala Val Phe Asp Gly Ser Ser Cys He Ser Pro Thr He 
20 25 30 



Val Gin Gin Phe Gly Tyr Gin Arg Arg Ala Ser Asp Asp Gly Lys Leu 
35 40 45 



Thr Asp Pro Ser Lys Thr Ser Asn Thr He Arg Val Phe Leu Pro Asn 
50 55 60 



Lys Gin Arg Thr Val Val Asn Val Arg Asn Gly Met Ser Leu His Asp 
65 70 75 80 



Cys Leu Met Lys Ala Leu Lys Val Arg Gly Leu Gin Pro Glu Cys Cys 
85 90 95 



Ala Val Phe Arg Leu Leu His Glu His Lys Gly Lys Lys Ala Arg Leu 
100 105 110 
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Asp Trp Asn Thr Asp Ala Ala Ser Leu He Gly Glu Glu Leu Gin Val 
115 120 125 



Asp Phe Leu Asp His Val Pro Leu Thr Thr His Asn Phe Ala Arg Lys 
130 135 140 



Thr Phe Leu Lys Leu Ala Phe Cys Asp He Cys Gin Lys Phe Leu Leu 
145 150 155 160 



Asn Gly Phe Arg Cys Gin Thr Cys Gly Tyr Lys Phe His Glu His Cys 
165 170 175 



Ser Thr Lys Val Pro Thr Met Cys Val Asp Trp Ser Asn He Arg Gin 
180 185 190 



Leu Leu Leu Phe Pro Asn Ser Thr He Gly Asp Ser Gly Val Pro Ala 
195 200 205 



Leu Pro Ser Leu Thr Met Arg Arg Met Arg Glu Ser Val Ser Arg Met 
210 215 220 



Pro Val Ser Ser Gin His Arg Tyr Ser Thr Pro His Ala Phe Thr Phe 
225 230 235 240 



Asn Thr Ser Ser Pro Ser Ser Glu Gly Ser Leu Ser Gin Arg Gin Arg 
245 250 255 



Ser Thr Ser Thr Pro Asn Val His Met Val Ser Thr Thr Leu Pro Val 
260 265 270 



Asp Ser Arg Met He Glu Asp Ala He Arg Ser His Ser Glu Ser Ala 
275 280 285 



Ser Pro Ser Ala Leu Ser Ser Ser Pro Asn Asn Leu Ser Pro Thr Gly 
290 295 300 



Trp Ser Gin Pro Lys Thr Pro Val Pro Ala Gin Arg Glu Arg Ala Pro 
305 310 315 320 



Val Ser Gly Thr Gin Glu Lys Asn Lys He Arg Pro Arg Gly Gin Arg 
325 330 335 



Asp Ser Ser Tyr Tyr Trp Glu He Glu Ala Ser Glu Val Met Leu Ser 
340 345 350 
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Thr Arg lie Gly Ser Gly Ser Phe Gly Thr Val Tyr Lys Gly Lys Trp 
355 360 365 



His Gly Asp Val Ala Val Lys lie Leu Lys Val Val Asp Pro Thr Pro 
370 375 380 



Glu Gin Phe Gin Ala Phe Arg Asn Glu Val Ala Val Leu Arg Lys Thr 
385 390 395 400 



Arg His Val Asn lie Leu Leu Phe Met Gly Tyr Met Thr Lys Asp Asn 
405 410 415 



Leu Ala lie Val Thr Gin Trp Cys Glu Gly Ser Ser Leu Tyr Lys His 
420 425 430 



Leu His Val Gin Glu Thr Lys Phe Gin Met Phe Gin Leu lie Asp lie 
435 440 445 



Ala Arg Gin Thr Ala Gin Gly Met Asp Tyr Leu His Ala Lys Asn lie 
450 455 460 



lie His Arg Asp Met Lys Ser Asn Asn lie Phe Leu His Glu Gly Leu 
465 470 475 480 



Thr Val Lys lie Gly Asp Phe Gly Leu Ala Thr Val Lys Ser Arg Trp 
485 490 495 



Ser Gly Ser Gin Gin Val Glu Gin Pro Thr Gly Ser Val Leu Trp Met 
500 505 510 



Ala Pro Glu Val lie Arg Met Gin Asp Asn Asn Pro Phe Ser Phe Gin 
515 520 525 



Ser Asp Val Tyr Ser Tyr Gly lie Val Leu Tyr Glu Leu Met Thr Gly 
530 535 540 



Glu Leu Pro Tyr Ser His lie Asn Asn Arg Asp Gin He He Phe Met 
545 550 555 560 



Val Gly Arg Gly Tyr Ala Ser Pro Asp Leu Ser Lys Leu Tyr Lys Asn 
565 570 575 



Cys Pro Lys Ala Met Lys Arg Leu Val Ala Asp Cys Val Lys Lys Val 
580 585 590 



Lys Glu Glu Arg Pro Leu Phe Pro Gin He Leu Ser Ser He Glu Leu 
595 600 605 
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Leu Gin His Ser Leu Pro Lys lie Asn Arg Ser Ala Ser Glu Pro Ser 
610 615 620 



Leu His Arg Ala Ala His Thr Glu Asp lie Asn Ala Cys Thr Leu Thr 
625 630 635 640 



Thr Ser Pro Arg Leu Pro Val Phe 
645 



<210> 55 

<211> 431 

<212> PRT 

<213> Homo sapiens 



<400> 55 

Met Ala His Ser Pro Val Gin Ser Gly Leu Pro Gly Met Gin Asn Leu 
15 10 15 



Lys Ala Asp Pro Glu Glu Leu Phe Thr Lys Leu Glu Lys lie Gly Lys 
20 25 30 



Gly Ser Phe Gly Glu Val Phe Lys Gly lie Asp Asn Arg Thr Gin Lys 
35 40 45 



Val Val Ala He Lys He He Asp Leu Glu Glu Ala Glu Asp Glu He 
50 55 60 



Glu Asp He Gin Gin Glu He Thr Val Leu Ser Gin Cys Asp Ser Pro 
65 70 75 80 



Tyr Val Thr Lys Tyr Tyr Gly Ser Tyr Leu Lys Asp Thr Lys Leu Trp 
85 90 95 



lie lie Met Glu Tyr Leu Gly Gly Gly Ser Ala Leu Asp Leu Leu Glu 
100 105 110 



Pro Gly Pro Leu Asp Glu Thr Gin He Ala Thr lie Leu Arg Glu lie 
115 120 125 



Leu Lys Gly Leu Asp Tyr Leu His Ser Glu Lys Lys He His Arg Asp 
130 135 140 



He Lys Ala Ala Asn Val Leu Leu Ser Glu His Gly Glu Val Lys Leu 

145 150 155 160 

0 



Ala Asp Phe Gly Val Ala Gly Gin Leu Thr Asp Thr Gin lie Lys Arg 
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165 170 175 



Asn Thr Phe Val Gly Thr Pro Phe Trp Met Ala Pro Glu Val lie Lys 
180 185 190 



Gin Ser Ala Tyr Asp Ser Lys Ala Asp lie Trp Ser Leu Gly lie Thr 
195 200 205 



Ala lie Glu Leu Ala Arg Gly Glu Pro Pro His Ser Glu Leu His Pro 
210 215 220 



Met Lys Val Leu Phe Leu lie Pro Lys Asn Asn Pro Pro Thr Leu Glu 
225 230 235 240 



Gly Asn Tyr Ser Lys Pro Leu Lys Glu Phe Val Glu Ala Cys Leu Asn 
245 250 255 



Lys Glu Pro Ser Phe Arg Pro Thr Ala Lys Glu Leu Leu Lys His Lys 
260 265 270 



Phe lie Leu Arg Asn Ala Lys Lys Thr Ser Tyr Leu Thr Glu Leu lie 
275 280 285 



Asp Arg Tyr Lys Arg Trp Lys Ala Glu Gin Ser His Asp Asp Ser Ser 
290 295 300 



Ser Glu Asp Ser Asp Ala Glu Thr Asp Gly Gin Ala Ser Gly Gly Ser 
305 310 315 320 



Asp Ser Gly Asp Trp lie Phe Thr lie Arg Glu Lys Asp Pro Lys Asn 
325 330 335 



Leu Glu Asn Gly Ala Leu Gin Pro Ser Asp Leu Asp Arg Asn Lys Met 
340 345 350 



Lys Asp lie Pro Lys Arg Pro Phe Ser Gin Cys Leu Ser Thr lie lie 
355 360 365 



Ser Pro Leu Phe Ala Glu Leu Lys Glu Lys Ser Gin Ala Cys Gly Gly 
370 375 380 



Asn Leu Gly Ser He Glu Glu Leu Arg Gly Ala He Tyr Leu Ala Glu 
385 390 395 400 



Glu Val Cys Pro Gly He Ser Asp Thr Met Val Ala Gin Leu Val Gin 
405 410 415 
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Arg Leu Gin Arg Tyr Ser Leu Ser Gly Gly Gly Thr Ser Ser His 
420 425 430 



<210> 56 

<211> 426 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Met Ala His Leu Arg Gly Phe Ala Asn Gin His Ser Arg Val Asp Pro 
15 10 15 



Glu Glu Leu Phe Thr Lys Leu Asp Arg lie Gly Lys Gly Ser Phe Gly 
20 25 30 



Glu Val Tyr Lys Gly lie Asp Asn His Thr Lys Glu Val Val Ala lie 
35 40 45 



Lys lie lie Asp Leu Glu Glu Ala Glu Asp Glu lie Glu Asp lie Gin 
50 55 60 



Gin Glu lie Thr Val Leu Ser Gin Cys Asp Ser Pro Tyr lie Thr Arg 
65 70 75 80 



Tyr Phe Gly Ser Tyr Leu Lys Ser Thr Lys Leu Trp lie lie Met Glu 
85 90 95 



Tyr Leu Gly Gly Gly Ser Ala Leu Asp Leu Leu Lys Pro Gly Pro Leu 
100 105 110 



Glu Glu Thr Tyr lie Ala Thr lie Leu Arg Glu lie Leu Lys Gly Leu 
115 120 125 



Asp Tyr Leu His Ser Glu Arg Lys lie His Arg Asp He Lys Ala Ala 
130 135 140 



Asn Val Leu Leu Ser Glu Gin Gly Asp Val Lys Leu Ala Asp Phe Gly 
145 150 155 160 



Val Ala Gly Gin Leu Thr Asp Thr Gin He Lys Arg Asn Thr Phe Val 
165 170 175 



Gly Thr Pro Phe Trp Met Ala Pro Glu Val He Lys Gin Ser Ala Tyr 
180 185 190 



Asp Phe Lys Ala Asp He Trp Ser Leu Gly He Thr Ala He Glu Leu 
195 200 205 
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Ala Lys Gly Glu Pro Pro Asn Ser Asp Leu His Pro Met Arg Val Leu 
210 215 220 



Phe Leu lie Pro Lys Asn Ser Pro Pro Thr Leu Glu Gly Gin His Ser 
225 230 235 240 



Lys Pro Phe Lys Glu Phe Val Glu Ala Cys Leu Asn Lys Asp Pro Arg 
245 250 255 



Phe Arg Pro Thr Ala Lys Glu Leu Leu Lys His Lys Phe lie Thr Arg 
260 265 270 



Tyr Thr Lys Lys Thr Ser Phe Leu Thr Glu Leu lie Asp Arg Tyr Lys 
275 280 285 



Arg Trp Lys Ser Glu Gly His Gly Glu Glu Ser Ser Ser Glu Asp Ser 
290 295 300 



Asp lie Asp Gly Glu Ala Glu Asp Gly Glu Gin Gly Pro lie Trp Thr 
305 310 315 320 



Phe Pro Pro Thr lie Arg Pro Ser Pro His Ser Lys Leu His Lys Gly 
325 330 335 



Thr Ala Leu His Ser Ser Gin Lys Pro Ala Asp Ala Val Lys Arg Gin 
340 345 350 



Pro Arg Ser Gin Cys Leu Ser Thr Leu Val Arg Pro Val Phe Gly Glu 
355 360 365 



Leu Lys Glu Lys His Lys Gin Ser Gly Gly Ser Val Gly Ala Leu Glu 
370 375 380 



Glu Leu Glu Asn Ala Phe Ser Leu Ala Glu Glu Ser Cys Pro Gly lie 
385 390 395 400 



Ser Asp Lys Leu Met Val His Leu Val Glu Arg Val Gin Arg Phe Ser 
405 410 415 



His Asn Arg Asn His Leu Thr Ser Thr Arg 
420 425 



<210> 57 

<211> 463 

<212> PRT 

<213> Homo sapiens 
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<400> 57 

Ala Met Thr Ala Gly Thr Thr Thr Thr Phe Pro Met Ser Asn His Thr 
15 10 15 



Arg Glu Arg Val Thr Val Ala Lys Leu Thr Leu Glu Asn Phe Tyr Ser 
20 25 30 



Asn Leu lie Leu Gin His Glu Glu Arg Glu Thr Arg Gin Lys Lys Leu 
35 40 45 



Glu Val Ala Met Glu Glu Glu Gly Leu Ala Asp Glu Glu Lys Lys Leu 
50 55 60 



Arg Arg Ser Gin His Ala Arg Lys Glu Thr Glu Phe Leu Arg Leu Lys 
65 70 75 80 



Arg Thr Arg Leu Gly Leu Asp Asp Phe Glu Ser Leu Lys Val lie Gly 
85 90 95 



Arg Gly Ala Phe Gly Glu Val Arg Leu Val Gin Lys Lys Asp Thr Gly 
100 105 110 



His lie Tyr Ala Met Lys lie Leu Arg Lys Ser Asp Met Leu Glu Lys 
115 120 125 



Glu Gin Val Ala His lie Arg Ala Glu Arg Asp lie Leu Val Glu Ala 
130 135 140 



Asp Gly Ala Trp Val Val Lys Met Phe Tyr Ser Phe Gin Asp Lys Arg 
145 150 155 160 



Asn Leu Tyr Leu lie Met Glu Phe Leu Pro Gly Gly Asp Met Met Thr 
165 170 175 



Leu Leu Met Lys Lys Asp Thr Leu Thr Glu Glu Glu Thr Gin Phe Tyr 
180 185 190 



lie Ser Glu Thr Val Leu Ala lie Asp Ala He His Gin Leu Gly Phe 
195 200 205 



He His Arg Asp He Lys Pro Asp Asn Leu Leu Leu Asp Ala Lys Gly 
210 215 220 



His Val Lys Leu Ser Asp Phe Gly Leu Cys Thr Gly Leu Lys Lys Ala 
225 230 235 240 
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His Arg Thr Glu Phe Tyr Arg Asn Leu Thr His Asn Pro Pro Ser Asp 
245 250 255 



Phe Ser Phe Gin Asn Met Asn Ser Lys Arg Lys Ala Glu Thr Trp Lys 
260 265 270 



Lys Asn Arg Arg Gin Leu Ala Tyr Ser Thr Val Gly Thr Pro Asp Tyr 
275 280 285 



lie Ala Pro Glu Val Phe Met Gin Thr Gly Tyr Asn Lys Leu Cys Asp 
290 295 300 



Trp Trp Ser Leu Gly Val lie Met Tyr Glu Met Leu lie Gly Tyr Pro 
305 310 315 320 



Pro Phe Cys Ser Glu Thr Pro Gin Glu Thr Tyr Arg Lys Val Met Asn 
325 330 335 



Trp Lys Glu Thr Leu Val Phe Pro Pro Glu Val Pro He Ser Glu Lys 
340 345 350 



Ala Lys Asp Leu He Leu Arg Phe Cys He Asp Ser Glu Asn Arg He 
355 360 365 



Gly Asn Ser Gly Val Glu Glu He Lys Gly His Pro Phe Phe Glu Gly 
370 375 380 



Val Asp Trp Glu His He Arg Glu Arg Pro Ala Ala He Pro He Glu 
385 390 395 400 



He Lys Ser He Asp Asp Thr Ser Asn Phe Asp Asp Phe Pro Glu Ser 
405 410 415 



Asp He Leu Gin Pro Val Pro Asn Thr Thr Glu Pro Asp Tyr Lys Ser 
420 425 430 



Lys Asp Trp Val Phe Leu Asn Tyr Thr Tyr Lys Arg Phe Glu Gly Leu 
435 440 445 



Thr Gin Arg Gly Ser He Pro Thr Tyr Met Lys Ala Gly Lys Leu 
450 455 460 



<210> 58 

<211> 465 

<212> PRT 

<213> Homo sapiens 
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<400> 58 

Met Ala Met Thr Gly Ser Thr Pro Cys Ser Ser Met Ser Asn His Thr 
15 10 15 



Lys Glu Arg Val Thr Met Thr Lys Val Thr Leu Glu Asn Phe Tyr Ser 
20 25 30 



Asn Leu lie Ala Gin His Glu Glu Arg Glu Met Arg Gin Lys Lys Leu 
35 40 45 



Glu Lys Val Met Glu Glu Glu Gly Leu Lys Asp Glu Glu Lys Arg Leu 
50 55 60 



Arg Arg Ser Ala His Ala Arg Lys Glu Thr Glu Phe Leu Arg Leu Lys 
65 70 75 80 



Arg Thr Arg Leu Gly Leu Glu Asp Phe Glu Ser Leu Lys Val lie Gly 
85 90 95 



Arg Gly Ala Phe Gly Glu Val Arg Leu Val Gin Lys Lys Asp Thr Gly 
100 105 110 



His Val Tyr Ala Met Lys lie Leu Arg Lys Ala Asp Met Leu Glu Lys 
115 120 125 



Glu Gin Val Gly His lie Arg Ala Glu Arg Asp lie Leu Val Glu Ala 
130 135 140 



Asp Ser Leu Trp Val Val Lys Met Phe Tyr Ser Phe Gin Asp Lys Leu 
145 150 155 160 



Asn Leu Tyr Leu lie Met Glu Phe Leu Pro Gly Gly Asp Met Met Thr 
165 170 175 



Leu Leu Met Lys Lys Asp Thr Leu Thr Glu Glu Glu Thr Gin Phe Tyr 
180 185 190 



lie Ala Glu Thr Val Leu Ala lie Asp Ser He His Gin Leu Gly Phe 
195 200 205 



He His Arg Asp He Lys Pro Asp Asn Leu Leu Leu Asp Ser Lys Gly 
210 215 220 



His Val Lys Leu Ser Asp Phe Gly Leu Cys Thr Gly Leu Lys Lys Ala 
225 230 235 240 
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His Arg Thr Glu Phe Tyr Arg Asn Leu Asn His Ser Leu Pro Ser Asp 
245 250 255 



Phe Thr Phe Gin Asn Met Asn Ser Lys Arg Lys Ala Glu Thr Trp Lys 
260 265 270 



Arg Asn Arg Arg Gin Leu Ala Phe Ser Thr Val Gly Thr Pro Asp Tyr 
275 280 285 



lie Ala Pro Glu Val Phe Met Gin Thr Gly Tyr Asn Lys Leu Cys Asp 
290 295 300 



Trp Trp Ser Leu Gly Val lie Met Tyr Glu Met Leu lie Gly Tyr Pro 
305 310 315 320 



Pro Phe Cys Ser Glu Thr Pro Gin Glu Thr Tyr Lys Lys Val Met Asn 
325 330 335 



Trp Lys Glu Thr Leu Thr Phe Pro Pro Glu Val Pro lie Ser Glu Lys 
340 345 350 



Ala Lys Asp Leu lie Leu Arg Phe Cys Cys Glu Trp Glu His Arg lie 
355 360 365 



Gly Ala Pro Gly Val Glu Glu lie Lys Ser Asn Ser Phe Phe Glu Gly 
370 375 380 



Val Asp Trp Glu His lie Arg Glu Arg Pro Ala Ala lie Ser lie Glu 
385 390 395 400 



lie Lys Ser lie Asp Asp Thr Ser Asn Phe Asp Glu Phe Pro Glu Ser 
405 410 415 



Asp lie Leu Lys Pro Thr Val Ala Thr Ser Asn His Pro Glu Thr Asp 
420 425 430 



Tyr Lys Asn Lys Asp Trp Val Phe lie Asn Tyr Thr Tyr Lys Arg Phe 
435 440 445 



Glu Gly Leu Thr Ala Arg Gly Ala lie Pro Ser Tyr Met Lys Ala Ala 
450 455 460 



Lys 
465 



<210> 59 
<211> 406 
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<212> PRT 

<213> Homo sapiens 

<400> 59 

Met Met Glu Glu Leu His Ser Leu Asp Pro Arg Arg Gin Glu Leu Leu 
15 10 15 



Glu Ala Arg Phe Thr Arg Ser Leu Cys Ser Met Gly Ser Leu Ser Asp 
20 25 30 



Lys Glu Val Glu Thr Pro Glu Lys Lys Gin Asn Asp Gin Arg Lys Trp 
35 40 45 



Lys Arg Lys Ala Glu Pro His Glu Thr Ser Gin Gly Lys Gly Thr Ala 
50 55 60 



Gly Gly Arg Lys lie Ser Asp Tyr Phe Glu Phe Ala Gly Gly Ser Gly 
65 70 75 80 



Pro Gly Thr Ser Pro Gly Arg Lys Ser Tyr Gin Ala Ser Glu Lys Asp 
85 90 95 



Lys Phe Thr Glu Gly Arg Asp Arg Gin Arg Lys Met Leu Ala Lys Arg 
100 105 110 



Lys Pro Pro Ala Met Gly Gin Asp Pro Pro Ala Thr Ser Glu Gin Lys 
115 120 125 



Gin Trp Lys Ser Arg Thr Asn Gly Ala Glu Asn Lys Thr Leu Thr Leu 
130 135 140 



Ala Glu Tyr His Glu Gin Glu Glu lie Phe Lys Leu Arg Leu Gly His 
145 150 155 160 



Leu Lys Lys Glu Glu Ala Glu He Gin Ala Glu Leu Glu Arg Leu Glu 
165 170 175 



Arg Val Arg Asn Leu Arg He Gly Glu Leu Lys Arg He His Asn Glu 
180 185 190 



Asp Asn Ser Gin Phe Lys Asp His Pro Met Leu Asn Asp Arg Tyr Leu 
195 200 205 



Leu Leu His Leu Leu Asp Arg Gly Gly Phe Ser Lys Val Tyr Lys Ala 
210 215 220 



Phe Glu Leu He Glu Gin Arg Tyr Val Ala Val Lys He His Gin Leu 
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225 230 235 240 



Asn Lys Asn Trp Arg Asp Glu Lys Lys Glu Asn Tyr His Lys His Ala 
245 250 255 



Cys Arg Glu Tyr Trp lie His Lys Glu Leu Asp His Pro Arg lie lie 
260 265 270 



Lys Leu Tyr Asp Tyr Phe Ser Leu Asp Thr Asp Ser Phe Cys Thr Val 
275 280 285 



Leu Glu Tyr Cys Glu Gly Asn Asp Leu Asn Phe Tyr Leu Lys Arg His 
290 295 300 



Lys Leu Met Ser Glu Lys Glu Ala Trp Ser lie lie Met Gin Thr Val 
305 310 315 320 



Asn Ala Leu Lys Tyr Leu Asn Lys lie Lys Pro Pro lie lie His Tyr 
325 330 335 



Asp Leu Lys Pro Gly Asn lie Leu Leu Val Asn Gly Thr Val Cys Gly 
340 345 350 



Glu Arg Lys lie Thr Glu Leu Gly Leu Ser Lys lie Met Asp Asp Asp 
355 360 365 



Ser Tyr Asn Ser Cys Leu Ser Gly Gly Lys Pro Phe Gly Tyr Asn Gin 
370 375 380 



Ser Gin Gin Asp lie Leu Gin Glu Asn Thr lie Leu Lys Ala Ala Glu 
385 390 395 400 



Val Gin Phe Pro Pro Lys 
405 



<210> 60 

<211> 749 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Met Glu Glu Leu His Ser Leu Asp Pro Arg Arg Gin Glu Leu Leu Glu 
15 10 15 



Ala Arg Phe Thr Gly Val Gly Val Ser Lys Gly Pro Leu Asn Ser Glu 
20 25 30 
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Ser Ser Asn Gin Ser Leu Cys Ser Val Gly Ser Leu Ser Asp Lys Glu 
35 40 45 



Val Glu Thr Pro Glu Lys Lys Gin Asn Asp Gin Arg Asn Arg Lys Arg 
50 55 60 



Lys Ala Glu Pro Tyr Glu Thr Ser Gin Gly Lys Gly Thr Pro Arg Gly 
65 70 75 80 

His Lys He Ser Asp Tyr Phe Glu Phe Ala Gly Gly Ser Ala Pro Gly 
85 90 95 

Thr Ser Pro Gly Arg Ser Val Pro Pro Val Ala Arg Ser Ser Pro Gin 
100 105 110 



His Ser Leu Ser Asn Pro Leu Pro Arg Arg Val Glu Gin Pro Leu Tyr 
115 120 125 



Gly Leu Asp Gly Ser Ala Ala Lys Glu Ala Thr Glu Glu Gin Ser Ala 
130 135 140 



Leu Pro Thr Leu Met Ser Val Met Leu Ala Lys Pro Arg Leu Asp Thr 
145 150 155 " 160 



Glu Gin Leu Ala Gin Arg Gly Ala Gly Leu Cys Phe Thr Phe Val Ser 
165 170 175 



Ala Gin Gin Asn Ser Pro Ser Ser Thr Gly Ser Gly Asn Thr Glu His 
180 185 190 



Ser Cys Ser Ser Gin Lys Gin He Ser He Gin His Arg Arg Thr Gin 
195 200 205 



Ser Asp Leu Thr He Glu Lys He Ser Ala Leu Glu Asn Ser Lys Asn 
210 215 220 



Ser Asp Leu Glu Lys Lys Glu Gly Arg He Asp Asp Leu Leu Arg Ala 
225 230 235 240 



Asn Cys Asp Leu Arg Arg Gin He Asp Glu Gin Gin Lys Met Leu Glu 
245 250 255 



Lys Tyr Lys Glu Arg Leu Asn Arg Cys Val Thr Met Ser Lys Lys Leu 

260 265 270 

Leu He Glu Lys Ser Lys Gin Glu Lys Met Ala Cys Arg Asp Lys Ser 
275 280 285 
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Met Gin Asp Arg Leu Arg Leu Gly His Phe Thr Thr Val Arg His Gly 
290 295 300 



Ala Ser Phe Thr Glu Gin Trp Thr Asp Gly Tyr Ala Phe Gin Asn Leu 
305 310 315 320 



lie Lys Gin Gin Glu Arg lie Asn Ser Gin Arg Glu Glu lie Glu Arg 
325 330 335 



Gin Arg Lys Met Leu Ala Lys Arg Lys Pro Pro Ala Met Gly Gin Ala 
340 345 350 



Pro Pro Ala Thr Asn Glu Gin Lys Gin Arg Lys Ser Lys Thr Asn Gly 
355 360 365 



Ala Glu Asn Glu Thr Leu Thr Leu Ala Glu Tyr His Glu Gin Glu Glu 
370 375 380 



lie Phe Lys Leu Arg Leu Gly His Leu Lys Lys Glu Glu Ala Glu lie 
385 390 395 400 



Gin Ala Glu Leu Glu Arg Leu Glu Arg Val Arg Asn Leu His He Arg 
405 410 415 



Glu Leu Lys Arg He His Asn Glu Asp Asn Ser Gin Phe Lys Asp His 
420 425 430 



Pro Thr Leu Asn Asp Arg Tyr Leu Leu Leu His Leu Leu Gly Arg Gly 
435 440 445 



Gly Phe Ser Glu Val Tyr Lys Ala Phe Asp Leu Thr Glu Gin Arg Tyr 
450 455 460 



Val Ala Val Lys He His Gin Leu Asn Lys Asn Trp Arg Asp Glu Lys 
465 470 475 480 



Lys Glu Asn Tyr His Lys His Ala Cys Arg Glu Tyr Arg He His Lys 
485 490 495 



Glu Leu Asp His Pro Arg He Val Lys Leu Tyr Asp Tyr Phe Ser Leu 
500 505 510 



Asp Thr Asp Ser Phe Cys Thr Val Leu Glu Tyr Cys Glu Gly Asn Asp 
515 520 525 
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Leu Asp Phe Tyr Leu Lys Gin His Lys Leu Met Ser Glu Lys Glu Ala 
530 535 540 



Arg Ser lie He Met Gin He Val Asn Ala Leu Lys Tyr Leu Asn Glu 
545 550 555 560 



He Lys Pro Pro He He His Tyr Asp Leu Lys Pro Gly Asn He Leu 
565 570 575 



Leu Val Asn Gly Thr Ala Cys Gly Glu He Lys He Thr Asp Phe Gly 
580 585 590 



Leu Ser Lys He Met Asp Asp Asp Ser Tyr Asn Ser Val Asp Gly Met 
595 600 605 



Glu Leu Thr Ser Gin Gly Ala Gly Thr Tyr Trp Tyr Leu Pro Pro Glu 
610 615 620 



Cys Phe Val Val Gly Lys Glu Pro Pro Lys He Ser Asn Lys Val Asp 
625 630 635 640 



Val Trp Ser Val Gly Val He Phe Tyr Gin Cys Leu Tyr Gly Arg Lys 
645 650 655 



Pro Phe Gly His Asn Gin Ser Gin Gin Asp He Leu Gin Glu Asn Thr 
660 665 670 



He Leu Lys Ala Thr Glu Val Gin Phe Pro Pro Lys Pro Val Val Thr 
675 680 685 



Pro Glu Ala Lys Ala Phe He Arg Arg Cys Leu Ala Tyr Arg Lys Arg 
690 695 700 



Asp Arg He Asp Val Gin Gin Leu Ala Cys Asp Pro Tyr Leu Leu Pro 
705 710 715 720 



His He Arg Lys Ser Val Ser Thr Ser Ser Pro Ala Gly Ala Ala He 
725 730 735 



Ala Ser Thr Ser Gly Ala Ser Asn Asn Ser Ser Ser Asn 
740 745 



<210> 61 

<211> 574 

<212> PRT 

<213> Homo sapiens 

<400> 61 
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Met Glu Ala Ser Leu Gly lie Gin Met Asp Glu Pro Met Ala Phe Ser 
15 10 15 



Pro Gin Arg Asp Arg Phe Gin Ala Glu Gly Ser Leu Lys Lys Asn Glu 
20 25 30 



Gin Asn Phe Lys Leu Ala Gly Val Lys Lys Asp lie Glu Lys Leu Tyr 
35 40 45 



Glu Ala Val Pro Gin Leu Ser Asn Val Phe Lys lie Glu Asp Lys lie 
50 55 60 



Gly Glu Gly Thr Phe Ser Ser Val Tyr Leu Ala Thr Ala Gin Leu Gin 
65 70 75 80 



Val Gly Pro Glu Glu Lys lie Ala Leu Lys His Leu He Pro Thr Ser 
85 90 95 



His Pro He Arg He Ala Ala Glu Leu Gin Cys Leu Thr Val Ala Gly 
100 105 HO 



Gly Gin Asp Asn Val Met Gly Val Lys Tyr Cys Phe Arg Lys Asn Asp 
115 120 125 



His Val Val He Ala Met Pro Tyr Leu Glu His Glu Ser Phe Leu Asp 
130 135 140 



He Leu Asn Ser Leu Ser Phe Gin Glu Val Arg Glu Tyr Met Leu Asn 
145 150 155 160 



Leu Phe Lys Ala Leu Lys Arg He His Gin Phe Gly He Val His Arg 
165 170 175 



Asp Val Lys Pro Ser Asn Phe Leu Tyr Asn Arg Arg Leu Lys Lys Tyr 
180 185 190 



Ala Leu Val Asp Phe Gly Leu Ala Gin Gly Thr His Asp Thr Lys He 
195 200 205 



Glu Leu Leu Lys Phe Val Gin Ser Glu Ala Gin Gin Glu Arg Cys Ser 
210 215 220 



Gin Asn Lys Ser His He He Thr Gly Asn Lys He Pro Leu Ser Gly 
225 230 235 240 



Pro Val Pro Lys Glu Leu Asp Gin Gin Ser Thr Thr Lys Ala Ser Val 
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245 250 255 



Lys Arg Pro Tyr Thr Asn Ala Gin lie Gin lie Lys Gin Gly Lys Asp 
260 265 270 



Gly Lys Glu Gly Ser Val Gly Leu Ser Val Gin Arg Ser Val Phe Gly 
275 280 285 



Glu Arg Asn Phe Asn lie His Ser Ser He Ser His Glu Ser Pro Ala 
290 295 300 



Val Lys Leu Met Lys Gin Ser Lys Thr Val Asp Val Leu Ser Arg Lys 
305 310 315 320 



Leu Ala Thr Lys Lys Lys Ala He Ser Thr Lys Val Met Asn Ser Ala 
325 330 335 



Val Met Arg Lys Thr Ala Ser Ser Cys Pro Ala Ser Leu Thr Cys Asp 
340 345 350 



Cys Tyr Ala Thr Asp Lys Val Cys Ser He Cys Leu Ser Arg Arg Gin 
355 360 365 



Gin Val Ala Pro Arg Ala Gly Thr Pro Gly Phe Arg Ala Pro Glu Val 
370 375 380 



Leu Thr Lys Cys Pro Asn Gin Thr Thr Ala He Asp Met Trp Ser Ala 
385 390 395 400 



Gly Val He Phe Leu Ser Leu Leu Ser Gly Arg Tyr Pro Phe Tyr Lys 
405 410 415 



Ala Ser Asp Asp Leu Thr Ala Leu Ala Gin He Met Thr He Arg Gly 
420 425 430 



Ser Arg Glu Thr He Gin Ala Ala Lys Thr Phe Gly Lys Ser He Leu 
435 440 445 



Cys Ser Lys Glu Val Pro Ala Gin Asp Leu Arg Lys Leu Cys Glu Arg 
450 455 460 



Leu Arg Gly Met Asp Ser Ser Thr Pro Lys Leu Thr Ser Asp He Gin 
465 470 475 480 



Gly His Ala Ser His Gin Pro Ala He Ser Glu Lys Thr Asp His Lys 
485 490 495 
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Ala Ser Cys Leu Val Gin Thr Pro Pro Gly Gin Tyr Ser Gly Asn Ser 
500 505 510 



Phe Lys Lys Gly Asp Ser Asn Ser Cys Glu His Cys Phe Asp Glu Tyr 
515 520 525 



Asn Thr Asn Leu Glu Gly Trp Asn Glu Val Pro Asp Glu Ala Tyr Asp 
530 535 540 



Leu Leu Asp Lys Leu Leu Asp Leu Asn Pro Ala Ser Arg He Thr Ala 
545 550 555 560 



Glu Glu Ala Leu Leu His Pro Phe Phe Lys Asp Met Ser Leu 
565 570 



<210> 62 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Met Gly Asn Ala Pro Ala Lys Lys Asp Thr Glu Gin Glu Glu Ser Val 
15 10 15 



Asn Glu Phe Leu Ala Lys Ala Arg Gly Asp Phe Leu Tyr Arg Trp Gly 
20 25 30 



Asn Pro Ala Gin Asn Thr Ala Ser Ser Asp Gin Phe Glu Arg Leu Arg 
35 40 45 



Thr Leu Gly Met Gly Ser Phe Gly Arg Val Met Leu' Val Arg His Gin 
50 55 60 



Glu Thr Gly Gly His Tyr Ala Met Lys He Leu Asn Lys Gin Lys Val 
65 70 75 80 



Val Lys Met Lys Gin Val Glu His He Leu Asn Glu Lys Arg He Leu 
85 90 95 



Gin Ala He Asp Phe Pro Phe Leu Val Lys Leu Gin Phe Ser Phe Lys 
100 105 110 



Asp Asn Ser Tyr Leu Tyr Leu Val Met Glu Tyr Val Pro Gly Gly Glu 
115 120 125 



Met Phe Ser Arg Leu Gin Arg Val Gly Arg Phe Ser Glu Pro His Ala 
130 135 140 
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Cys Phe Tyr Ala Ala Gin Val Val Leu Ala Val Gin Tyr Leu His Ser 
145 150 155 160 



Leu Asp Leu lie His Arg Asp Leu Lys Pro Glu Asn Leu Leu lie Asp 
165 170 175 



Gin Gin Gly Tyr Leu Gin Val Thr Asp Phe Gly Phe Ala Lys Arg Val 
180 185 190 



Lys Gly Arg Thr Trp Thr Leu Cys Gly Thr Pro Glu Tyr Leu Ala Pro 
195 200 205 



Glu lie lie Leu Ser Lys Gly Tyr Asn Lys Ala Val Asp Trp Trp Ala 
210 215 220 



Leu Gly Val Leu lie Tyr Glu Met Ala Val Gly Phe Pro Pro Phe Tyr 
225 230 235 240 



Ala Asp Gin Pro lie Gin lie Tyr Glu Lys lie Val Ser Gly Arg Val 
245 250 255 



Arg Phe Pro Ser Lys Leu Ser Ser Asp Leu Lys His Leu Leu Arg Ser 
260 265 270 



Leu Leu Gin Val Asp Leu Thr Lys Arg Phe Gly Asn Leu Arg Asn Gly 
275 280 285 



Val Gly Asp lie Lys Asn His Lys Trp Phe Ala Thr Thr Ser Trp lie 
290 295 300 



Ala lie Tyr Glu Lys Lys Val Glu Ala Pro Phe lie Pro Lys Tyr Thr 
305 310 315 320 



Gly Pro Gly Asp Ala Ser Asn Phe Asp Asp Tyr Glu Glu Glu Glu Leu 
325 330 335 



Arg lie Ser lie Asn Glu Lys Cys Ala Lys Glu Phe Ser Glu Phe 
340 345 350 



124 



